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SUPPLEMENTARY INFORMATION 

 

Supplementary Table S1 | qRT-PCR primers for the genes related to the flavonoid, lignin and starch 

metabolism pathways 

Primer  Forward primer (5’→3’) Reverse primer (5’→3’) 

qIbPAL GGCGAGCACGAGAAGAATGT ATGGCAGGGTTTCCGTTCTC   

qIbCHI GCCGAAGTCAAAGTGGAGAG CGCCTATCGCCGTGAACTTG 

qIbCHS CGCACTTGGATAGCCTGGTC ATCGGGAGCCAAGGTCTGCG 

qIbF3H CATCGTTTCCAGCCATCTCC TTTCCGTTACTGCCCTCCAC 

qIbFLS CCTCCTTCTGCGGTGAACTA CCTGCAGCTTCCTTCAACTC 

qIbDFR TTTATCGGCTCCTGGTTGGT CGTGTCCGCTTTCGGTAGTT 

qIbANS GCGTCCCTAACTCCATCATC AGAACACCGCCCAAGAAACC 

qIbGT CGCCCTAAAAGCCCCATT CTCACAAAGCAGCCCACAGAT 

qIbC4H TGGTGATTTCATCCCCATTT TTTTGCTGGGCTTCAAGAAT 

qIb4CL TATTTTCCGATCGAGGTTGC ACTTTCCGGCAAATCAAATG 

qIbCCR GCAGAGATAACGGCCAGAAG TTGCTACAACCCACCATCAA 

qIbCAD AGCTGGTAATGGTTGGCATC TCCAAAGCCGTGTTGACATA 

qIbCOMT AAACGGGAAAGTGATCGTTG CCATGATCCAAGTGTTGACG 

qIbCCoAOMT CCGGTTCTTGACCAGATGAT TTCCACAGGGTGTTGTCGTA 

qIbAGPa TCGACGGTGATGTTAGCAAG AACAGCCTTTGGAGAAACGA 

qIbAGPb  GACAAGAACGTAAGGATTGGGA CGAATGGTTGCTTTCTCCAT 

qIbGBSSI CAGTTGGTTTGCCAGTTGAC ACGTTGAACTTTGCCACTCC 

qIbSBEI GGTTTACGGGTCTTGATGGA AACAGCCTGCTATCCCACAC 

qIbSBEII CTTCCCTGAAGCCATAACCA CCATTTGCCAATCCTCATCT 

qIbSS CGGTTCACTTTGCTTTGTCA CATTGTGTGGGCGATACTTG 

qIba-amlyase CTGCATTTTTGTTCCTGCAA TTCGATGCGTCCAAGTCATA 

qIbB-amlyase AGACTGGAAGGAGGCTGTGA TGTTGGCTTCTTCGAGGACT 

Ibactin CTGGTGTTATGGTTGGGATGG GGGGTGCCTCGGTAAGAAG 
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Supplementary Figure S2 | HPLC-MS analyses of flavonols in wild-type and Lc transgenic sweet 

potato. Leaf (A), stem (B) and developing storage root (C) were measured. 

Quercetin-3-O-hexose-hexoside (molecular weight, 625.14) and quercetin-3-o-glucoside (molecular 

weight, 463.09) are indicated by arrows. 
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