Module Name

A 5

SUSTAINED_INFLAM — H ¥ 1

PEAKED_INFLAM — F ¥ 1

CORE_ANTIVIRAL — 3 F 1

response to virus — 3 F 1

cellular response to interferon—-beta — 3 F 1

chemokine activity — F F 1

tumor necrosis factor-mediated signaling pathway — F r 1
positive regulation of cytokine secretion — 3 F 1

defense response to virus — F r 1

inflammatory response — I 5 1

cytokine activity — F i 1

negative regulation of viral genome replication — F F 1
2'-5'-oligoadenylate synthetase activity — F F 1
regulation of I-kappaB kinase/NF-kappaB signaling — F F 1
defense response — F F 1

innate immune response — F F 1

immune response — F F 1

positive regulation of cholesterol storage — F F 1

negative regulation of innate immune response — F F 1
positive regulation of leukocyte chemotaxis — F r 1

CORE_ANTIVIRAL —

cellular response to interferon—beta —
SUSTAINED_INFLAM

response to virus —

defense response to virus —

negative regulation of viral genome replication
2'-5'-oligoadenylate synthetase activity —

innate immune response

PEAKED_INFLAM —

antigen processing and presentation of peptide antigen via MHC class | —
positive regulation of T cell migration —

response to interferon-gamma —

positive regulation of interferon—beta production —
defense response —

single-stranded RNA binding —

peptide antigen binding —

tumor necrosis factor-mediated signaling pathway —
response to interferon—alpha —

positive regulation of interferon—alpha production —

GSEA Z-score double-stranded RNA binding — GSEA Z-score

positive regulation of mitotic nuclear division — F i 1 20 () positive regulation of defense response to virus by host — 20
response to molecule of bacterial origin — 3 F 1 = adhesion of symbiont to host
positive regulation of membrane protein ectodomain proteolysis — 3 F 1 G |I-kappaB/NF-kappaB complex —
lipopolysaccharide-mediated signaling pathway — 3 F 1 10 =z chemokine activity — 10
response to lipopolysaccharide — 3 F 1 response to tumor necrosis factor —
positive regulation of cytosolic calcium ion concentration — F r 1 0 Q cellular response to interferon-gamma — 0
positive regulation of inflammatory response — F F 1 =) superoxide metabolic process
cellular response to lipopolysaccharide — F F 1 o defense response to protozoan —
proteasome complex — 3 5 1 -10 § BH domain binding — -10
threonine-type endopeptidase activity — F r 1 MHC class | protein complex —
proteasome core complex — F r 1 -20 branching morphogenesis of an epithelial tube — -20

positive regulation of nitric oxide biosynthetic process - F F 1
positive regulation of cytokine production — F F 1

positive regulation of NF-kappaB import into nucleus — F F 1
leukocyte cell-cell adhesion — F F 1

response to interferon-gamma — F r 1

NIK/NF-kappaB signaling — F i 1

negative regulation of interleukin—6 production — F F 1
interleukin—1 receptor binding — F F 1

isoprenoid biosynthetic process — F F 1

leukocyte chemotaxis — 3 3 1

negative regulation of growth of symbiont in host — 3 F 1

positive regulation of interleukin-6 production — 3 F 1

phosphate ion binding — F r 1

response to tumor necrosis factor — F r 1

negative regulation of inflammatory response — F F 1

extrinsic apoptotic signaling pathway in absence of ligand — F r 1
acute—phase response F r 1

positive regulation of chemokine production — F r 1

positive regulation of chemokine (C-X-C motif) ligand 2 production — F i ]

intrinsic apoptotic signaling pathway in response to DNA damage —
positive regulation of peptidase activity —

proteolysis involved in cellular protein catabolic process —
hydrogen peroxide catabolic process —

threonine-type endopeptidase activity —

proteasome core complex —

regulation of innate immune response —

release of cytochrome ¢ from mitochondria —

removal of superoxide radicals —

isoprenoid biosynthetic process —

fertilization —

phospholipase C-activating G-protein coupled receptor signaling pathway —
peptidase activator activity

negative regulation of innate immune response —

vacuolar acidification —

peroxiredoxin activity —

positive regulation of natural killer cell differentiation —

insulin secretion

peroxidase activity —
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