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Title: Role of PATJ in Stroke Prognosis by modulating Endothelial to Mesenchymal 3 
 4 
1. SUPPLEMENTARY TABLES & FIGURES 5 
Suppl. Table 1: Differentially expressed genes (FDR P-value  0.05) between CTL and PATJ 6 
KD cells with Log2 fold-change 0.4 (A) and 0.4 (B). 7 
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Suppl. Table 2. Over-Representation Analysis (ORA) of functional categories with an 31 

FDR-cut off of 0.05 obtained using WikiPathways.  32 
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Suppl. Table 3. Most significant pathways (Adjusted P-val <0,05) modulated due to 34 

PATJ KD identified through Reactome.  35 

  36 
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Suppl. Fig. 1. (A) PATJ KD clones generated by infection with lentiviral particles harboring 37 
PATJ-shRNA were selected for the 80 kDa PATJ specie. (B) Clones 1, 2 and 3 were selected for 38 
further analysis and cell viability and proliferation was assessed with an MTT assay. No 39 
significant differences were observed between CTL and PATJ KD cells after 24 hr growth. 40 
 41 
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Suppl. Fig. 2. Summary of Affymetrix Expression Array Results comparing hCMEC/D3 PATJ 44 
KD with CTL cells 45 
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Suppl. Fig.3: Principal Component Analysis of the Affymetrix GeneChip Array Clarion S 71 
comparing hCMEC/D3 PATJ KD vs CTL cells. 72 
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