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Online Resource 2 
Neighbour-joining tree using 100 
matrices based on the Nei´s 
distance between P. canariensis 
populations, as implemented in 
PHYLIP v3.6. P. dactylifera served 
as the outgroup taxon. Numbers 
beside nodes indicate bootstrap 
support percentage recovered 
after 100 replicates. Populations 
are coded as in Fig. 1  
 


