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a. Aspergillus oryzae RIB40
contig 0319 on chr. 8

AGR_L_1866 AGR_L_1864
Agrobacterium tumefaciens C58

chromosome, NC_003063

b AAB88214 Synechococcus sp. PCC 7942
’ { NP_442228 Synechocystis sp. PCC 6803
_ NP_350153 Clostridium acetobutylidum ATCC 824
NP_417722 Escherichia coli K12
NP_219627 Chlamydia trachematis
ZP_00089547 Azotobacter vinelandii
AAG30191 Strepromyces sp. R1128
AGR_L_1864
AO070319000101
NP_795108 Pseudomonas syringae pv.
NP_301567 Mycobacterium leprae TN
NP_599932 Corynebacterium glutamicum ATCC 13032
NP_629074 Streptomyces coelicolor A3(2)
ZP_00121399 Bifidobacterium longum DJO10A
AACB9197 Aspergillus terreus
AO070305000113 Aspergillus oryzae
AN4462.1 Aspergillus nidulans :. Common to Aspergilli , 1
58.m07847 Aspergillus fumigatus
— XP_331704 Neurospora crassa
NP_724841 Drosophila melanogaster
NP_389369 Bacillus subtilis
— AN5271.1 Aspergillus nidulans
71.m15673 Aspergilllus fumigatus
—E AO070284000045 Aspergillus oryzae il Common to Aspergilli, 2
L AN4690.1 Aspergillus nidulans
NP_215488 Mycobacterium tuberculosis H37Rv
71.m15802 Aspergillus fumigatus
—E AO070286000013 Aspergillus oryzae Common to Aspergilli, 3
AN7763.1 Aspergillus nidulans
72.m19031 Aspergillus fumigatus
AO070340000068 Aspergillus oryzae :. Common to Aspergilli , 4
AN6126.1 Aspergillus nidulans
XP_329580 Neurospora crassa
CAA80280 Saccharomyces cerevisiae
—————  AAP9%4122 Homo sapiens
AAM18728 Oryza sativa
4(E NP_174849 Arabidopsis thaliana
AAP78896 Zea mays
— ANO0887.1 Aspergillus nidulans
—— A0070320000056 Aspergillus oryzae Common to Aspergilli, 5
——— 70.m15495 Aspergillus fumigatus
C " NP_286426.1 Escherichia coli O157:H7 EDL933
ZP_00062548.1 Leuconostoc mesenteroides subsp. mesenteroides ATCC 8293
NP_771206.1 Bradyrhizobium japonicum
NP_931481.1 Photorhabdus luminescens subsp. laumondii TTO1
4{ ZP_00125164.1 Pseudomonas syringae pv. syringae B728a
AO070319000102  Aspergillus oryzae
4{ AGR_L_1866p Agrobacterium tumefaciens
BAB98396.1 Corynebacterium glutamicum ATCC 13032
NP_624763.1 Streptomyces coelicolor A3(2)
 E— NP_214778.1 Mycobacterium tuberculosis H37Rv
I NP_302633.1 Mycobacterium leprae
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