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rs17583 Score ' rs4751162 Score

GGCCATCGC 14.3 CAAGTGTAG -4.4

GGCCATTGC 11.7 CAGGTGTAG 7.6
YY1 motif TFAP4 motif

Supplementary Figure S1. Matched motifs of YY1 and TFAP4, and the predicted binding scores of rs17583 and
rs4751162. The rs17583 and rs4751162 are located in the binding motifs of YY1 and TFAP4, respectively. Predicted
binding scores using the HaploReg database™

*Lucas D Ward, Manolis Kellis. HaploReg: a resource for exploring chromatin states, conservation, and regulatory
motif alterations within sets of genetically linked variants. Nucleic Acids Res. 2012;40:D930-4.



Supplementary Table S1. List of genotyped SNPs and analysis for overall survival and disease-free survival in the discovery study.

Polymorphism/Gene? Genotype Overall survival, P-value® Disease Free survival, P-value®
ID No. Alleles  Location MAF  HWE-p Dominant  Recessive  Codominant Dominant  Recessive  Codominant
rs17583 C>T 0} 0.34 0.53 0.001 0.96 0.02 0.15 0.24 0.09
rs4751162 A>G C 0.16 0.47 0.23 0.56 0.21 0.04 0.92 0.06
rs1529959 G>A 0} 0.49 0.58 0.06 0.71 0.34 0.03 0.61 0.33
rs2601006 C>T 0] 0.26 0.24 0.75 0.10 0.30 0.65 0.02 0.15
rs757228 G>A 0] 0.36 0.45 0.11 0.94 0.21 0.03 0.67 0.07
rs11188272  G>C C 0.39 0.18 0.23 0.03 0.83 0.71 0.002 0.19
rs4669 T>C 0] 0.39 0.05 0.03 0.69 0.19 0.07 0.39 0.45
rs6049283 A>C o] 0.21 0.07 0.04 0.19 0.19 0.46 0.11 0.99
rs1205366 C>T o] 0.15 0.38 0.03 0.88 0.05 0.16 0.28 0.11
rs17528989  G>A C 0.14 0.07 0.89 0.20 0.60 0.47 0.01 0.15
rs2425047 A>C 0] 0.19 0.28 0.78 0.02 0.56 0.87 0.16 0.75
rs1136267 C>A 0] 0.21 0.11 0.07 1.00 0.11 0.02 1.00 0.04
rs1803956 T>C 0] 0.41 0.14 0.62 0.02 0.11 0.64 0.03 0.16
rs34087264 C>T 0] 0.39 0.76 0.47 0.11 0.69 0.93 0.02 0.22
rs3896021 G>T C 0.52 0.13 0.10 0.89 0.30 0.01 0.17 0.01
rs13817 G>A C 0.35 0.48 0.05 0.11 0.02 0.89 0.68 0.77
rs2234216 T>C o] 0.36 0.30 0.92 0.003 0.13 0.53 0.23 0.90
rs6547618 G>A C 0.37 0.67 0.33 0.03 0.06 0.99 0.15 043
rs6601178 G>A C 0.47 0.61 0.01 0.05 0.01 0.02 0.25 0.03
rs2270625 C>G o] 0.26 0.21 0.01 0.20 0.01 0.31 0.79 0.37
rs17122154  A>G o] 0.44 0.39 0.47 0.59 0.88 0.04 0.43 0.07
rs2548551 >G C 0.13 041 0.22 0.25 0.16 0.67 0.0003 0.22
rs10139029  A>G 0] 0.19 0.09 0.03 0.53 0.05 0.78 0.82 0.75
rs665306 T>C o] 0.34 0.75 0.08 0.08 0.03 0.71 0.84 0.85
rs1010222 G>A (0} 0.13 0.71 0.34 0.11 0.20 0.84 0.01 0.44
rs2271446 C>T 0} 0.27 0.46 0.04 0.26 0.05 0.07 0.50 0.10
rs3825625 C>T 0] 0.15 0.85 0.03 0.63 0.04 0.11 0.51 0.10
rs7513326 G>A C 0.43 0.10 0.12 0.01 0.01 0.55 0.04 0.14
rs772254 C>T 0] 0.21 0.14 0.02 0.39 0.03 0.09 0.29 0.08
rs11668444 G>T C 0.18 0.30 0.09 0.02 0.02 0.38 0.29 0.27
rs1279738 C>G C 0.46 0.63 0.001 0.004 0.0002 0.02 0.04 0.01
rs2075588 A>C 0] 0.29 0.19 0.09 0.27 0.06 0.31 0.03 0.11
rs3806192 G>C 0] 0.19 0.05 0.46 0.99 0.57 0.01 0.98 0.03
rs843346 C>T 0] 0.37 0.13 0.94 0.01 0.09 0.65 0.01 011
rs1242095 A>C 0] 0.36 1.00 0.55 0.03 0.15 0.07 0.01 0.01
rs2292807 T>C 0] 0.44 0.94 0.70 0.03 0.29 0.31 0.16 0.88
rs6679 T>C C 0.43 0.56 0.40 0.64 0.75 0.04 0.38 0.06
rs11809443 T>C C 0.22 0.28 0.50 0.05 0.15 0.87 0.25 0.56
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rs17182246 G>C o) 0.35 0.42 0.35 0.35 0.88 0.42 0.09 0.75
rs7935835 G>A Cc 0.23 0.31 0.07 0.25 0.21 0.08 0.58 0.18
rs3820312 A>C 6] 0.37 0.06 0.54 0.56 0.90 0.75 0.93 0.86
rs8003631 T>C Cc 0.38 0.86 0.62 0.85 0.79 0.24 0.30 0.71
rs3810288 C>G Cc 0.30 0.68 0.80 0.55 0.65 0.16 0.59 0.18
rs2424993 C>G o) 0.45 0.60 0.18 0.86 0.45 0.08 0.84 0.22
rs1127155 G>A o) 0.38 0.39 0.38 0.30 0.25 0.95 0.49 0.69
rs2286620 T>C o) 0.22 0.22 0.43 0.58 0.61 0.90 0.34 0.66
rs2966449 C>T C 0.22 0.11 0.47 0.69 0.71 0.43 0.75 0.45
rs2012124 C>T 6] 041 0.97 0.18 0.86 0.41 0.30 0.28 0.90
rs10902227 C>T C 0.36 0.73 0.52 0.93 0.62 0.05 051 0.09
rs9427715 T>G ) 051 0.69 0.47 0.70 0.83 0.78 0.21 0.33
rs534812 A>G ) 0.36 0.55 0.17 0.62 0.21 0.09 0.88 0.20
rs1467110 G>C O 0.42 0.30 0.18 0.12 0.07 0.90 0.52 0.66
rs2303040 T>C O 0.43 0.81 0.68 0.36 0.43 0.26 0.48 0.24
rs800351 T>C o) 0.45 0.70 0.71 0.89 0.88 0.92 0.61 0.72
rs7132224 A>G o) 0.52 0.42 0.37 0.37 0.27 0.83 0.14 0.29
rs3740883 C>T ) 0.17 0.10 0.93 0.21 0.62 0.56 0.33 0.40
rs9981301 G>C C 0.50 0.94 0.64 0.71 0.94 0.56 0.59 0.99
rs12485058 A>G o) 0.24 0.19 0.56 0.93 0.64 0.91 0.53 0.91

Abbreviations: MAF, minor allele frequency; HWE-P, P for Hardy-Weinberg equilibrium test.
2 O: SNP located on the gene, C: SNP closest to the gene.

® P-values were calculated using multivariate Cox proportional hazard models, adjusted for age, sex, smoking status, pathologic stage, and adjuvant
therapy.



Supplementary Table S2. Overall survival and disease-free survival in the validation study.

Overall survival

Disease free survival

Discovery cohort

Validation cohort

Discovery cohort

Validation cohort

Polymorphism HR(95% CI)? pa HR(95% CI)? pa PP HR(95% CI)? pa HR(95% CI)? pa PP
rs17583

Dominant 0.36(0.20-0.67)  0.001 0.46(0.23-0.90)  0.02 0.60 0.70(0.43-1.13)  0.15 0.62(0.40-0.96) 0.03 0.71

Recessive 1.02(0.42-2.47) 0.96 0.45(0.11-1.89) 0.27 0.34 0.62(0.28-1.38) 0.24 0.28(0.10-0.76) 0.01 0.22

Codominant 0.53(0.32-0.89) 0.02 0.52(0.30-0.92) 0.02 0.96 0.72(0.50-1.05)  0.09 0.60(0.43-0.85) 0.004 0.49
rs4751162

Dominant 1.43(0.80-2.58) 0.23 1.04(0.51-2.12) 091 0.50 1.62(1.02-2.56) 0.04 1.50(0.97-2.31) 0.07 0.81

Recessive 1.86(0.24-14.65) 0.56 0.41(0.06-3.03) 0.38 0.30 0.90(0.12-6.75)  0.92 2.69(1.26-5.74) 0.01 0.32

Codominant 1.41(0.83-2.40) 0.21 0.92(0.52-1.62) 0.78 0.28 1.50(0.98-2.22) 0.06 1.52(1.09-2.14) 0.01 0.96
rs1529959

Dominant 0.57(0.32-1.02) 0.06 1.59(0.71-3.58) 0.26 0.04 0.59(0.36-0.96)  0.03 0.92(0.58-1.46) 0.73 0.19

Recessive 1.13(0.61-2.09) 0.71 0.85(0.37-1.94) 0.69 0.59 1.14(0.69-1.87) 0.61 0.93(0.55-1.57) 0.78 0.58

Codominant 0.82(0.55-1.23) 0.34 1.12(0.71-1.78) 0.63 0.32 0.85(0.61-1.19)  0.33 0.94(0.70-1.27) 0.70 0.66
rs2601006

Dominant 0.91(0.53-1.58) 0.75 0.62(0.30-1.25) 0.18 0.40 0.90(0.58-1.40)  0.65 0.87(0.56-1.33) 0,51 091

Recessive 0.37(0.11-1.21) 0.10 2.06(0.48-8.90) 0.33 0.07 0.34(0.14-0.86)  0.02 2.01(0.73-5.57) 0.18 0.01

Codominant 0.81(0.54-1.22) 0.30 0.74(0.40-1.40) 0.36 0.82 0.79(0.58-1.09) 0.15 0.96(0.65-1.41) 0.83 0.45
rs757228

Dominant 0.62(0.35-1.11) 0.11 1.42(0.69-2.90) 0.34 0.08 0.61(0.38-0.96)  0.03 1.39(0.88-2.20) 0.16 0.01

Recessive 0.97(0.38-2.45) 0.94 1.47(0.64-3.36) 0.37 0.51 0.85(0.40-1.78)  0.67 1.65(0.94-2.90) 0.08 0.16

Codominant 0.74(0.46-1.19) 0.21 1.32(0.82-2.12) 0.25 0.09 0.71(0.49-1.03)  0.07 1.36(0.99-1.87) 0.06 0.01
rs11188272

Dominant 0.72(0.42-1.23) 0.23 0.78(0.39-1.55) 0.48 0.86 0.92(0.60-1.43) 0.71 0.65(0.42-1.02) 0.06 0.28

Recessive 2.18(1.10-4.33) 0.03 0.95(0.33-2.71)  0.92 0.19 2.41(1.40-4.16) 0.00 1.45(0.81-2.62) 0.21 0.22

Codominant 1.05(0.70-1.57) 0.83 0.86(0.51-1.45) 0.57 0.55 1.24(0.90-1.71) 0.19 0.88(0.63-1.24) 0.47 0.15
rs4669

Dominant 0.55(0.32-0.93) 0.03 1.01(0.49-2.07) 0.98 0.18 0.67(0.44-1.04)  0.07 0.99(0.63-1.55) 0.96 0.22

Recessive 1.15(0.58-2.25) 0.69 1.51(0.73-3.13)  0.27 0.59 1.26(0.74-2.12)  0.39 1.30(0.80-2.14) 0.29 0.93

Codominant 0.77(0.53-1.13) 0.19 1.17(0.74-1.87)  0.50 0.18 0.89(0.66-1.20)  0.45 1.09(0.81-1.47) 0.57 0.35
rs6049283

Dominant 0.51(0.28-0.96) 0.04 0.86(0.41-1.83) 0.70 0.30 0.84(0.53-1.34)  0.46 1.08(0.68-1.70) 0.76 0.45

Recessive 2.02(0.70-5.86) 0.19 2.59(0.58-11.56) 0.21 0.79 1.96(0.87-4.42) 0.11 1.31(0.40-4.27) 0.65 0.58

Codominant 0.70(0.41-1.19) 0.19 1.01(0.53-1.94) 097 0.39 1.00(0.68-1.46)  0.99 1.09(0.73-1.63) 0.68 0.76

rs1205366
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1.85(1.07-3.23)
1.12(0.26-4.88)
1.57(0.99-2.48)

1.04(0.58-1.89)
2.19(0.67-7.21)
1.14(0.70-1.88)

0.92(0.51-1.64)
3.28(1.25-8.62)
1.15(0.71-1.86)

1.64(0.97-2.78)
1.00(0.22-4.53)
1.43(0.92-2.22)

1.15(0.66-2.02)
2.19(1.16-4.13)
1.36(0.93-2.00)

1.24(0.70-2.19)
0.51(0.22-1.16)
0.93(0.64-1.34)

0.60(0.32-1.11)
0.96(0.53-1.75)
0.82(0.57-1.2)

1.80(1.00-3.23)
1.94(0.86-4.40)
1.63(1.07-2.48)

1.03(0.60-1.78)
2.84(1.45-5.60)
1.37(0.91-2.07)

0.74(0.41-1.34)
0.28(0.09-0.91)
0.66(0.43-1.02)

0.03
0.88
0.05

0.89
0.20
0.60

0.78
0.02
0.56

0.07
1.00
0.11

0.62
0.02
0.11

0.47
0.11
0.69

0.10
0.89
0.30

0.05
0.11
0.02

0.92
0.00
0.13

0.33
0.03
0.06

0.60(0.28-1.29)
0(0-.)
0.57(0.29-1.14)

0.53(0.23-1.22)
0.72(0.10-5.40)
0.60(0.29-1.24)

0.67(0.31-1.44)
0(0-.)
0.65(0.31-1.37)

1.03(0.54-1.98)
0.88(0.12-6.47)
1.01(0.57-1.81)

1.04(0.52-2.08)
1.20(0.54-2.67)
1.08(0.68-1.71)

1.07(0.53-2.18)
1.12(0.51-2.48)
1.07(0.67-1.70)

1.28(0.55-2.98)
0.89(0.36-2.18)
1.06(0.63-1.79)

1.16(0.59-2.27)
0.34(0.08-1.42)
0.89(0.55-1.45)

0.71(0.36-1.40)
1.52(0.62-3.73)
0.93(0.56-1.54)

1.35(0.69-2.62)
0.92(0.27-3.17)
1.18(0.71-1.96)

0.19
0.99
0.11

0.13
0.75
0.17

0.30
0.99
0.26

0.92
0.90
0.96

0.91
0.65
0.74

0.85
0.78
0.78

0.57
0.79
0.83

0.67
0.14
0.63

0.33
0.36
0.77

0.38
0.89
0.52

0.02

0.02

0.20
0.35
0.15

0.52

0.21

0.28
0.92
0.35

0.83
0.25
0.45

0.75
0.18
0.64

0.16
0.89
0.44

0.33
0.04
0.07

0.40
0.28
0.24

0.19
0.17
0.09

1.40(0.88-2.24)
1.78(0.63-5.04)
1.37(0.93-2.03)

1.20(0.74-1.93)
3.61(1.43-9.13)
1.35(0.90-2.02)

0.96(0.61-1.52)
1.95(0.77-4.94)
1.07(0.72-1.57)

1.66(1.08-2.56)
1.00(0.24-4.19)
1.48(1.02-2.15)

1.11(0.71-1.75)
1.78(1.04-3.04)
1.25(0.92-1.70)

1.02(0.66-1.59)
0.43(0.21-0.88)
0.83(0.62-1.12)

0.50(0.30-0.81)
0.70(0.42-1.17)
0.67(0.49-0.92)

1.03(0.66-1.62)
1.16(0.58-2.34)
1.05(0.75-1.48)

0.87(0.57-1.34)
1.44(0.79-2.61)
1.02(0.74-1.41)

1.00(0.63-1.59)
0.59(0.29-1.20)
0.88(0.64-1.21)

0.16
0.28
0.11

0.47
0.01
0.15

0.87
0.16
0.75

0.02
1.00
0.04

0.64
0.03
0.16

0.93
0.02
0.22

0.01
0.17
0.01

0.89
0.68
0.77

0.53
0.23
0.90

0.99
0.15
0.43

0.88(0.56-1.39)
0.42(0.06-3.11)
0.86(0.57-1.30)

0.80(0.49-1.30)
0.47(0.11-1.93)
0.79(0.52-1.19)

1.08(0.67-1.74)
1.25(0.31-5.15)
1.08(0.71-1.66)

1.01(0.67-1.53)
0.23(0.03-1.66)
0.91(0.63-1.30)

0.91(0.59-1.40)
1.46(0.89-2.42)
1.08(0.80-1.46)

1.04(0.66-1.64)
0.97(0.58-1.63)
1.01(0.75-1.35)

0.82(0.51-1.31)
0.76(0.41-1.39)
0.83(0.60-1.16)

1.24(0.80-1.92)
1.13(0.59-2.15)
1.16(0.85-1.59)

0.86(0.56-1.31)
1.05(0.54-2.04)
0.93(0.67-1.28)

1.20(0.78-1.86)
0.75(0.34-1.65)
1.05(0.76-1.45)

0.59
0.40
0.46

0.37
0.29
0.26

0.76
0.75
0.71

0.96
0.15
0.60

0.65
0.14
0.61

0.88
0.90
0.98

0.40
0.37
0.28

0.33
0.71
0.36

0.48
0.89
0.65

0.41
0.47
0.77

0.17
0.21
0.11

0.24
0.02
0.07

0.73
0.61
0.97

0.10
0.24
0.06

0.53
0.60
0.51

0.95
0.07
0.36

0.15
0.84
0.36

0.56
0.96
0.68

0.97
0.49
0.69

0.58
0.66
0.45
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1.80(1.00-3.27)
1.66(1.16-2.38)

2.08(1.2-3.58)
1.78(0.74-4.30)
1.67(1.13-2.47)

1.26(0.68-2.36)
0.83(0.42-1.64)
1.03(0.71-1.50)

1.46(0.79-2.70)
2.11(0.59-7.55)
1.43(0.87-2.34)

1.92(1.05-3.49)
1.46(0.45-4.80)
1.58(1.00-2.50)

1.71(0.95-3.09)
2.08(0.91-4.76)
1.62(1.05-2.49)

1.37(0.72-2.6)
3.28(0.76-14.16)
1.45(0.83-2.53)

1.79(1.02-3.14)
1.62(0.70-3.72)
1.48(1.01-2.17)

1.90(1.05-3.44)
1.66(0.22-12.71)
1.75(1.04-2.97)

1.64(0.88-3.05)
2.37(1.24-4.56)

0.01
0.05
0.01

0.01
0.20
0.01

0.47
0.59
0.88

0.22
0.25
0.16

0.03
0.53
0.05

0.08
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0.03

0.34
0.11
0.20

0.04
0.26
0.05

0.03
0.63
0.04

0.12
0.01

0.64(0.32-1.27)
1.24(0.54-2.83)
0.86(0.51-1.43)

1.02(0.52-1.97)
1.79(0.54-5.97)
1.11(0.65-1.91)

1.25(0.60-2.62)
2.44(1.21-4.92)
1.55(0.96-2.48)

0.75(0.32-1.77)
0(0-.)
0.75(0.32-1.75)

1.05(0.52-2.10)
1.30(0.17-9.92)
1.06(0.57-1.99)

1.23(0.63-2.40)
0.36(0.09-1.51)
0.94(0.58-1.51)

0.87(0.42-1.81)
0(0-.)
0.74(0.40-1.37)

1.13(0.58-2.19)
0.55(0.13-2.28)
0.97(0.59-1.61)

1.53(0.74-3.13)
0(0-.)
1.45(0.72-2.9)

0.87(0.44-1.74)
0.75(0.26-2.13)

0.20
0.62
0.55

0.96
0.34
0.70

0.55
0.01
0.07

0.51
0.99
0.50

0.90
0.80
0.86

0.54
0.16
0.79

0.72
0.99
0.34

0.72
0.41
0.91

0.25
0.99
0.30

0.69
0.59

0.01
0.47
0.04

0.10
0.99
0.23
0.99
0.03
0.18
0.22
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0.92
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0.04
0.10
0.36
0.11
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0.07

1.85(1.12-3.05)
1.35(0.81-2.23)
1.40(1.04-1.87)

1.26(0.81-1.95)
1.11(0.52-2.34)
1.16(0.84-1.60)

1.76(1.04-3.00)
1.23(0.74-2.03)
1.31(0.97-1.77)

1.12(0.68-1.84)
8.04(2.60-24.88)
1.32(0.85-2.07)

1.08(0.65-1.77)
1.11(0.45-2.78)
1.06(0.73-1.56)

0.92(0.58-1.45)
1.07(0.53-2.17)
0.97(0.69-1.36)

1.06(0.62-1.79)
4.55(1.35-15.32)
1.21(0.75-1.95)

1.52(0.97-2.40)
1.30(0.61-2.76)
1.32(0.95-1.84)

1.49(0.92-2.43)
1.62(0.38-6.95)
1.44(0.93-2.22)

1.16(0.72-1.87)
1.74(1.02-2.96)

0.02
0.25
0.03

0.31
0.79
0.37

0.04
0.43
0.07

0.67
0.00
0.22

0.78
0.82
0.75

0.71
0.84
0.85

0.84
0.01
0.44

0.07
0.50
0.10

0.11
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0.10
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0.04

0.92(0.59-1.46)
1.51(0.90-2.55)
1.11(0.80-1.53)

0.80(0.52-1.23)
0.60(0.19-1.91)
0.80(0.55-1.16)

1.12(0.71-1.77)
1.05(0.61-1.82)
1.07(0.79-1.44)

0.79(0.45-1.39)
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0.84(0.49-1.43)

1.05(0.67-1.64)
1.13(0.35-3.68)
1.05(0.71-1.55)

1.26(0.82-1.94)
1.11(0.59-2.12)
1.16(0.85-1.59)
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1.15(0.80-1.67)
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1.01(0.74-1.39)
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1.45(0.19-11.05)
1.03(0.65-1.65)
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1.62(0.94-2.79)
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0.54

0.31
0.39
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0.63
0.86
0.67
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0.50
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0.34

0.57
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0.63
0.51
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0.72
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0.08
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0.76
0.29

0.15
0.38
0.14

0.21
0.68
0.35
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0.24
0.20
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0.98
0.97

0.33
0.94
0.45
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0.25

0.28
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1.74(0.93-3.25)
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1.74(1.08-2.82)

3.40(1.63-7.09)
2.48(1.34-4.60)
2.09(1.42-3.08)

1.63(0.93-2.85)
1.69(0.66-4.33)
1.50(0.98-2.30)

1.24(0.70-2.21)
0(0-.)
1.17(0.68-2.03)

0.98(0.55-1.75)
0.08(0.01-0.58)
0.70(0.46-1.06)

1.19(0.67-2.12)
2.69(1.13-6.38)
1.40(0.89-2.21)

1.13(0.60-2.14)
0.43(0.20-0.92)
0.82(0.56-1.19)

1.29(0.71-2.36)
0.83(0.38-1.80)
1.07(0.72-1.57)
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0.03
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0.75(0.36-1.55)
0(0-.)
0.71(0.36-1.39)

1.06(0.53-2.13)
2.13(0.26-17.43)
1.11(0.59-2.11)

1.01(0.51-2.01)
1.83(0.82-4.08)
1.22(0.75-1.98)

0.62(0.32-1.18)
0.29(0.04-2.12)
0.61(0.35-1.07)

0.99(0.50-1.95)
1.90(0.40-8.97)
1.07(0.59-1.95)

1.11(0.57-2.15)
0.68(0.23-2.01)
0.97(0.61-1.56)

0.95(0.48-1.86)
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1.07(0.70-1.63)
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0.97
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0.76
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0.90

0.87
0.84
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0.99
0.71
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0.07
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0.77

0.89

0.05

0.04

0.04

0.30
0.69
0.27

0.02
0.56
0.09

0.03
0.12
0.01

0.62

0.83

0.78
0.06
0.31

0.62
0.08
0.24

0.79
0.23
0.59

0.33
0.47
1.00

0.59

1.27(0.93-1.75)

1.51(0.94-2.42)
1.60(0.67-3.79)
1.38(0.97-1.98)

1.25(0.76-2.04)
1.75(0.62-4.88)
1.26(0.84-1.88)

1.92(1.12-3.30)
1.74(1.02-2.97)
1.56(1.13-2.15)

1.26(0.81-1.95)
2.42(1.07-5.47)
1.36(0.94-1.97)

1.81(1.13-2.9)
0(0-.)
1.59(1.03-2.44)

0.90(0.57-1.42)
0.32(0.13-0.79)
0.77(0.55-1.06)

1.53(0.96-2.44)
2.19(1.18-4.07)
1.53(1.09-2.13)

1.29(0.79-2.12)
0.66(0.37-1.18)
0.98(0.73-1.31)

1.66(1.01-2.73)
1.31(0.72-2.38)
1.35(0.98-1.85)

0.96(0.61-1.52)

0.14

0.09
0.29
0.08

0.38
0.29
0.27

0.02
0.04
0.01

0.31
0.03
0.11

0.01
0.98
0.03

0.65
0.01
0.11

0.07
0.01
0.01

0.31
0.16
0.88

0.04
0.38
0.06

0.87

1.25(0.89-1.75)

0.68(0.43-1.09)
1.35(0.42-4.40)
0.76(0.50-1.15)

0.63(0.38-1.03)
3.42(1.14-10.26)
0.76(0.49-1.19)

0.79(0.51-1.21)
1.48(0.85-2.58)
0.99(0.72-1.37)

0.67(0.44-1.03)
0.51(0.21-1.28)
0.69(0.49-0.98)

0.76(0.48-1.19)
1.10(0.33-3.71)
0.81(0.54-1.22)

0.99(0.64-1.52)
0.92(0.46-1.85)
0.98(0.71-1.35)

0.89(0.58-1.36)
0.79(0.46-1.39)
0.89(0.67-1.19)

0.57(0.37-0.88)
0.70(0.40-1.23)
0.70(0.52-0.94)

1.11(0.70-1.76)
0.83(0.50-1.37)
0.98(0.74-1.29)

1.05(0.67-1.64)

0.20

0.11
0.62
0.19

0.06
0.03
0.24

0.28
0.16
0.95

0.07
0.15
0.04

0.23
0.88
0.31

0.95
0.82
0.88

0.59
0.42
0.42

0.01
0.22
0.02

0.66
0.47
0.88

0.84

0.95

0.02
0.82
0.03

0.05
0.38
0.10

0.01
0.68
0.05

0.04
0.01
0.01

0.01

0.03

0.77
0.07
0.30

0.09
0.02
0.02

0.02
0.89
0.11

0.24
0.25
0.13

0.78



Recessive
Codominant
rs2271541
Dominant
Recessive
Codominant
rs3813521
Dominant
Recessive
Codominant
rs7897156
Dominant
Recessive
Codominant

0.23(0.05-1.00)
0.72(0.46-1.13)

0.55(0.32-0.95)
1.77(0.88-3.54)
0.87(0.57-1.32)

0.47(0.27-0.84)
0.27(0.06-1.17)
0.51(0.32-0.83)

1.97(1.08-3.57)
2.37(1.11-5.07)
1.76(1.17-2.64)

0.05
0.15

0.03
0.11
0.51

0.01
0.08
0.01

0.03
0.03
0.01

2.98(0.68-13.04)
1.18(0.64-2.18)

0.96(0.48-1.91)
0.59(0.21-1.67)
0.86(0.53-1.39)

0.61(0.31-1.19)
0.26(0.04-1.90)
0.61(0.34-1.07)

1.02(0.52-1.99)
1.28(0.39-4.22)
1.06(0.62-1.79)

0.15
0.59

0.91
0.32
0.53

0.15
0.18
0.08

0.96
0.69
0.83

0.02
0.20

0.21
0.09
0.97

0.56
0.98
0.64

0.15
0.39
0.13

0.50(0.15-1.66)
0.90(0.62-1.30)

0.64(0.41-1.02)
1.50(0.85-2.66)
0.91(0.64-1.28)

0.74(0.47-1.15)
0.55(0.22-1.40)
0.75(0.52-1.07)

1.54(0.97-2.45)
2.16(1.12-4.14)
1.51(1.08-2.12)

0.25
0.56

0.06
0.17
0.57

0.18
0.21
0.11

0.07
0.02
0.02

1.84(0.57-5.91)
1.10(0.73-1.65)

0.70(0.45-1.08)
0.71(0.38-1.32)
0.76(0.55-1.04)

1.06(0.70-1.62)
1.14(0.57-2.31)
1.06(0.78-1.46)

0.93(0.60-1.44)
1.56(0.71-3.45)
1.03(0.72-1.47)

0.31
0.65

0.10
0.28
0.08

0.77
0.71
0.70

0.73
0.27
0.89

0.13
0.47

0.78
0.08
0.45

0.25
0.22
0.16

0.12
0.53
0.13

@ Hazard ratios (HRs), 95% confidence intervals (Cls) and corresponding P-values were calculated using multivariate Cox proportional hazard models,
adjusted for age, gender, smoking status, pathologic stage and adjuvant therapy.
b Py, P for heterogeneity test.



Supplementary Table S3. Primers used in this study

Assay Gene Primers

Promoter assay rs17583 forward 5’-CCGCTCGAGAACCCCTCCCTCTTGCAAGC -3°
rs17583 reverse 5’-CCCAAGCTTGGTCATCCTTCCGCATCTCC -3’
GLRX3 pro forward 5’-CCGCTCGAGGGACTGAATTGGAAGCACCC-3’
GLRX3 pro reverse 5’-CATGCCATGGCGCCAGACAGAAGCAATCCA-3’
rs4751162 forward 5’-CGGGATCCGTGCAAGTCTCCCCATTACC-3’

gRT-PCR

ChIP-gPCR

rs4751162 reverse
CAPN1 forward
CAPNLI reverse
LINCO00959 forward
LINCO00959 reverse
GLRX3 forward
GLRX3 reverse
[-actin forward
[S-actin reverse
rs17583 forward
rs17583 reverse
rs4751162 forward
rs4751162 reverse

5’-ACGCGTCGACAGACCCAGGCTCCCTAAAAC-3’
5’-ATTTCCAGCTGTGGCAATTT-3’
5’-CTCCAGAACTCGTTGCCTTC-3’
5’-TGCTCCCATCCCTGCCATGT-3’
5’-AAGACAGGAATCTCGGGTGGGC-3’
5’-AGATGAACGAAGTTATGGCAGAG-3’
5’-ACAGAAAAGTGGGAACAGAGC-3’
5’-TTGTTACAGGAAGTCCCTTGCC-3’
5’-ATGCTATCACCTCCCCTGTGT-3’
5’-GATTCTCCCTAGCACCCGCT-3’
5’-TGCCGGCATAGCCATTCTGG-3’
5’-TACTCGTCCCCCAACACCCA-3’
5’-GGCCGAGACTCATTGCAGGA-3’




