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. residue consensus CGD location Nox1 Nox2 Nox3 Nox4 Nox5 Duox Atrboh NoxM NoxA/NoxB NoxC NoxD

(Ag-NoxM) (fungus) (amoeba)(amoeba) (fungus)  (alga)

R54 RK RS4M  TM2 R R R R KR R" K R R R R K R
A57 AG  ASTE  TM2 A AG A A G A A A G A A A A
R73 RIK B-loop R R R R R R R K R R K R R
R80 RIK B-loop R R R R R RIK R H* R R R R R
L94 a B-loop L L L u L VIFIL F L UF Fil v w F
D95 D/E B-loop D D D D DIE D D E D D D D D
H101 H  H101Y TM3-heme H H H H H H H H H H H H H
H115 H TM3-heme H H H H H H* H H H H H H H
H119 ™3 H H H H* H H H H H H w* H H
T178 s ™4 T s T s T T T T T T T T T
G179 G ™4 G G G G G G G G G G G G G
R198 R D-loop R R R R R R™ R R R R R R R
F205 F ™5 F F F F F F F F F F F F F
H209 H  H209R TM5-heme H H H H H H H H H H H H H
H222 H TM5-heme H H H H H H H H H H H H H
E283 D/E ™6 E* E E E% E D E D E E D E D
R284 RIK ™6 R*7 R R*s R* KR KR™ R L R R R R R
L310 VAL TM6-FAD L L L LAV L L i I I VIL L I L
M312 a TM6-FAD ML M M MIL Y, FIY MLV L F/M M F s* Y
K314 KR TM6-FAD K KR K KR R R KR L* K R*z K R R
G322 G TM6-FAD G G G G G G G G G G G G G
V327 VAL TM6-FAD /L S VIIL Y LV I VIIL L U L I L* \Y
H338 H  H338Y FAD1 H H H H H H H H H H H H H
F340 F FAD1 F F F F F F F F F F F F F
T341 T/S  T341K  FAD1 T T T s s TS s T T T T T T
1342 LWV FAD1 L*is L L L I i I I In In M* Y I
T343 TS FAD1 T T T T s TIS™ 1 T T T T T S A*
P346 P FAD1 P P P P P P P*i7 P P p P VIR* P
F351 a FAD2 F F F F /ML L il I, Vi Vi I M L1
H354 H FAD2 H H H H H H H™s T H H H H Y*
1355 a FAD2 I I I FILINV I I I *20 I INIM I I I I
R356 RIK FAD2 R R R KR R RIK RIK K R N* R K K
G359 G FAD2 G G G G G G G ™2 G G G G G G
w361 WIF FAD2NADPH1T W w w w w w W W F w w w w
T362 T FAD2-NADPH T T T T T T T T T T T T T
V387 a VXGPFG v Vil Vi Y VL LINM Y L Y I I I I
G389 G G389E VXGPFG G G G G G G G G G G G G G
P390 P VXGPFG P P P P P P P P P P P P P
F391 FIY VXGPFG F F FIY F %2 Y FIY Y Y FrY F F F Y
G392 G VXGPFG G G G G G G G P* G G G G G
M405 a NADPH1 VIM M/ \% LM Vi W L L v Y, I I Y%
G408  G/A  GA408E NADPH1 G G A A GIA G G G G G G G GIS*x
G410 G NADPH1 G G G G G G G G G G G G G
1411 I NADPH1 I I I I I I I I I I I I I
G412 G NADPH1 G G G G G G G G G G G G G
V413 a NADPH1 v \% \% % Y v A I % v v Y s*
T414 TS NADPH1 T T T T T T T T T T s T T
P415 P P415H NADPH1 P P P P P P P P P P P P P
L420 LAV  L420P NADPH1 L L L L L L il m* L L L L Vs
V423 LIV NADPH1-2 I v Y L, I U INIL*s L I I I L L*7
F441 F NADPH2 F F*2s F F e F F F L F F F F F
w443 w NADPH2 w W*so w w w w w w w w w w w
L444 LIV NADPH2 I L I V I i \% I Vi I L M* T
W453 w NADPH2-3 W W w w w w w w w w w w w
L457 LIV NADPH2-3 L L*» L L L IN*s IV E* L ] L L E”
L458 a NADPH2-3 L Y L I L Y M I L In L L L
G512 GIA NADPH3 G G G G G G A G G G G G G
R513 RIK NADPH3 R RIK R R R R RIK R R R R R R
P514 P NADPH3-4 P P P P P P P P P P P P P
W516 a  W516R NADPH3-4 W w w WY w FM w w FIW WIF w F w
V534 v NADPH3-4  V*s v v v v v % v % v v v v
F535 FrY NADPH4 F F F F F F F F FrY F F F F
C537 C  C537R NADPH4 c c c c c c c c c c c c c
G538 G NADPH4 G G G G G G G G G G G G G
L546 LAV  L546P C-teminus L L L Y Y Vil*se L I I L L \ Y
F563 FIY C-teminus F F F F F*ar F* F L F F* F Y *3 Fo
E568 E  E568K C-teminus E E E E E E*n E E E E E E*s E*u
F570 F C-teminus F F F F*ss F F*s F F F F F F*a F*g



