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Supplemental Figure S2. Sequences of EF-hand motifs in Nox5, Duox, plant Nox, and NoxC 

The original alignment data are shown in Additional file 8. EF (I) to EF (IV) represent four 

EF-hands of Nox5. Each EF-hand domain contains a twelve residue loop that is involved in 

calcium-binding. The letters X, Y, Z, -Y, -X, and -Z indicate the six residues that directly 

participate in calcium-binding, and these six residues correspond to positions 1, 3, 5, 7, 9 and 12. 

The consensus sequences of these six positions are: D at position 1, D/N/S at position 3, 

D/E/N/S/T/G at position 5, G/P at position 7, D/E/N/Q/S/T/A/G/C at position 9, and D/E at 

position 12 (PROSITE documentation number PDOC00018), and the most conserved positions 

are 1, 3, and 12. Asterisks indicate atypical EF-hand motif that is not consistent with the 

consensus sequences at positions 1, 3, or 12. Predicted T. rubripes (Tr)-Nox5 sequence was not a 

complete sequence; therefore the 1st EF-hand motif sequence was not shown. The arrows indicate 

motifs that have 17 to 23 additional amino acids inserted in the indicated position. Abbreviations 

of species are as in Figure 2.  

 

 
 

 






