Supplemental Figure 5

Amino Acid Metaboliem:Lysine degradation
Metabolism of Terpenoids and Polyketidss:Limonens and pinene degradation
Amino Acid toucine and

Carbohydrate Metaboliem:Cirate cycle TCA cycle
Enargy Metaboliem:Nirogen mataboliem

Glycan
Glycan
Signal Tranaduction Two companent syatem

Enzyme Famifies:Protsin kinasss i

Carbohydrats Metaboliem: Ascorbate and aldarate metaboliem Enrichment

T o e

Intocious Dissases-Saptyiocorae aureus nection score

Merbrans TransportPhoschoransorass sysom FTS w4

Trnceipion Tanscpion fasces

Garbobydate Metabolam:Pyrvate metabosam 2
Torpencids and biosyrthesie - o

Nowodegmaatve Dissasen Parkiemons Gasins )

Sigmat ek sl AMAP s sy yosst

Girculatory System Cardiac muscie contraction _4

Neurodagensrative Dissasse:Huntingtons dissass

i and
Folding Sorting and Degradation-Protsasome.
Other ind neomycin bioeynthasie

v System
Xenobiotics nd

Environmental Adaptation:Plant pathogen interaction
Glycan i
Signaling Molecules and Intsraction:Cllular antigens

Infoctious DissasesEpitheiial cell signaling in Helicobacter pylori infection
Infactious Dissasee Bactarial invasion of epithalial cslie

Other

Energy Metaboliem:Sultur metaboliem
Folding Sorting and Degradation:Sulfur relay system

Terpanoide and i bi
Xenobiotics and
Biosynthesis of Other Secondary Metabolites-bta Lactam resistancs
Lipid Metaboliam:Glycsrophospholipid metaboliem

Xenobiotice

Lipid Metabolism:Arachidonic acid metabolism
Metaboliem of Cofactors and Vitamins:Lipoic acid metaboliem
Digestive System:Mineral absorption

Amino Acid Mataboliem:Arginine and proiine mataboliam

e

Amino Acid Metaboliem:Histidine metaboliem
Cell Motiity-Bactarial motility protsine

TR B TR

‘Translation:ANA wransport
Lipid Metabolism:Fatty acid biosynthesia:
Tranaport and Cataboliem:Lysosome

Glycan
Glycan
Xenobiotics ind

T P AT (T e

Lipid Metaboliam:Sphingolipid metaboliem
Torpencids and

Glycan
Repiication and Repair-Chromosome

Nuclsotide Metaboliem:Purine metaboliem
Translasion:Ribosome Biogenesie

Nucleotids Metabolism:Pyrimidine metaboliem
Translation:Ribosome.

Rapiication and Repair-Homologous racombination

Terpenoids and
Lipid Metaboliem:Lipid biosynthesie protsine
Folding Sorting and Degradation:Chaperones and folding catalysts
Translation-Translation factors

Folding Sorting and Dagradation:Protein axport

poo by folate
Repiication and Repair:DNA replication
Repiication and Repair-Mismatch repair

L N MW O© M g © - FT —F N O ©
E o oo v O BEEBEEBEBEoCoCndCDBExTonn
DL I I 20220 22QITITICITC O
G Z - FF 220606060k FkZ2F 20k Z22Z2

Supplemental Figure 5. Effect sizes of significantly enriched metagenome pathways.
Putative functional profiles of all samples were generated using PICRUSt. KEGG pathways that
were enriched across CST were ordered by p-value across all sites and CST. The top 8
pathways for each site and CST were tabulated, which all had FDR-adjusted p-values below
10%. The LDA effect size, providing a measure of discriminatory power, was used to perform
hierarchical clustering of tabulated pathways across all sites’ CST simultaneously.



