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Supplementary information S2 | JmjC domain multiple sequence alignment using proteins that contain only a JmjC domain. Multiple 
sequence alignment of the JmjC (Jumonji C) domain of proteins found within the JmjC-domain-only group. Fe(II)-binding (red), αKG-binding (blue), and 
conserved residues (black and grey) are shaded in each orthologue to show similarities and differences between related proteins within each group.
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