
Supplementary Figure 9: Results of testing normalization with four simulated 

datasets. (A) We simulated bacterial communities over time using Ornstein-Uhlenbeck 

processes fit to observed gut bacterial dynamics in Subject B. Total bacterial load 

among the synthetic communities varied over time (blue line; mean-centered on 1). We 

simulated 16S sequencing runs using the synthetic time-series, and input the runs into 

our robust regression-based normalization. Bacterial load estimated from the 

normalized communities (red line) closely tracked the simulated bacterial load, 

suggesting our normalization scheme is accurate. (B) Even after accounting for 

autocorrelations in bacterial load over time (see Supplementary Methods section on 

Autocorrelation Elimination), we observed significant correlations between the simulated 

and inferred bacterial loads. 
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