Supplementary Fig. 6 CXCR4-based isolation of hESC-DE can be applied to multiple hESC lines
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CXCR4 immunoreactive cells were isolated after 5 days differentiation of BGO1 hESCs in high dose
activin A/low FBS. Enrichment of the DE expressed genes SOX17, GSC, CER and CXCR4 is
evident in the CXCR4-positive fraction relative to the pre-sort parent population. The CXCR4-negative
fraction is highly depleted in DE gene expression. The converse is true for genes expressed in

PrE (SOX7), TE (CDX2), primitive streak (brachyury), mesoderm (brachyury, FOXF1),

neurectoderm (SOX2), and hESCs (OCT4, SOX2). These genes are all enriched in the
CXCR4-negative fraction and depleted in the CXCR4-positive fraction relative to the pre-sort parent
population. Comparison of the gene expression levels in CXCR4-positive hESC-DE isolated from
either CyT25 or BGO1 shows that expression levels of both DE-expressed and non-DE expressed
genes are very similar.



