
Halobacterium	
  
Methanospirillium	
  
Thermoplasma	
  
Methanopyrus	
  
Thermococcus	
  
Nanoarchaeota	
  
Staphylothermus	
  
Ignisphaera	
  
Korarchaeota	
  
Caldiarchaeum	
  
Nitrosoarchaeum	
  

Thorarchaeota	
  
Lokiarchaeon	
  1	
  
Galdiera	
  	
  
ReAculomyxa	
  
Naegleria	
  
Drosophila	
  
Lokiarchaeon	
  3	
  
Schizophyllum	
  
Fibulorhizoctonia	
  
Scleroderma	
  
Bactrocera	
  	
  
Lokiarchaeon	
  2	
  
Laccaria	
  
Phanerochaete	
  
Rhizopus	
  
Trametes	
  
Sistotremastrum	
  
Ceriporiopsis	
  
Rhizoctonia	
  
Dichomitus	
  
Dacryopinax	
  
Gelatoporia	
  

Bathyarchaeum	
  

Thorarchaeota	
  
Bathyarchaeum	
  

Lokiarchaeon	
  1	
  
Rhinocladiella	
  	
  
Capronia	
  
Exophilia	
  
Cladophialophora	
  

S13 Fig – Alignment of the N-terminal lokiarchaeal EF2 insertion (A1, A2, A3).  
Alignment of the region corresponding to the insertion A1, A2 and A3 in lokiarchaeal EF2 sequences, with 
archaeal EF2 sequences and eukaryotic Ria sequences (EF2 paralog), and with Ria sequences from a 
subgroup of fungi (bottom alignment). Organisms’ names corresponding to Lokiarchaea/Thorarchaea, 
Archaea, and Eukarya are respectively indicated in brown, green, and blue.  


