Table S6. Average genome size of representative Acidobacteria isolates from subdivisions 1 and 3, determined by pulse field gel electrophoresis.
	Strain
	Mean genomic size ( std. dev. (Kb) (restriction enzyme used, number of independent determinations)
	Strain reference

	Subdivision 1
	
	

	A. capsulatum
	4,128
	[22]

	Ellin345
	5,650
	[22]

	Strain TAA 166
	4,036 ( 325 (SwaI, n=2)

3,817 ( 128 (PmeI, n=2)
	This study

	T. roseus, strain KBS 63
	2,535 ( 0 (SwaI, n=1)

2,292 ( 352 (PmeI, n=2)
	This study

	T. sp., strain TAA 43
	2,069 ( 206 (SwaI, n=3)

2,457 (  221 (PmeI, n=7)
	This study

	
	
	

	Subdivision 3
	
	

	Ellin6076
	9,967
	[22]

	B. aggregatus, strain MPL3
	5,869 ( 59 (SwaI, n=4)

5,829 ( 58 (PmeI, n=5)
	This study
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