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Dataset 1: Comparison of reconstructed OWM ancestors at 22:0 (N:S) branch.   

 
CLUSTAL 2.0.8 multiple sequence alignment 
 
 
pkr_node27      ATGGCTGGTGATCTTGCACCAGGTTTCTTCATGGAGGAACTTAATAAATACCGTCAGAAG 60 
pkr_node28      ATGGCTGGTGATCTTGCACCAGGTTTCTACATGGAGGAACTTAATAAATACCGTCAGAAG 60 
                **************************** ******************************* 
 
pkr_node27      CAGGGAATAACACTTAGCTATCAAGAACTGCCTAATACAGGACCTCCACATGATAGGAGG 120 
pkr_node28      CAGGGAATAACATTTAGCTATCAAGAACTGCCTAATACAGGACCTCCACATGATAGGAGG 120 
                ************ *********************************************** 
 
pkr_node27      TTTACATTTCGAGTTATAACAGATAGAAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
pkr_node28      TTTACATTTCGAGTTGTAACAGATAGAAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
                *************** ******************************************** 
 
pkr_node27      AAGGAAGCAAAAAATGCTGCAGCCAAATTAGCTGTTGAGATACTTAATAAGGAAAGCAAG 240 
pkr_node28      AAGGAAGCAAAAAATGCTGCAGCCAAATTAGCTGTTGATATACTTAATAAGGAAAGCAAG 240 
                ************************************** ********************* 
 
pkr_node27      GCAGTTAGTCCTTTTTCATTGACAACAACCAGTTCTTCGGAAGGATCCATTGGGAATTAC 300 
pkr_node28      GCAGTTAGTCCTTTTTCATTGACAACAACCAGTTCTTCGGAAGGATCCATTGGGAATTAC 300 
                ************************************************************ 
 
pkr_node27      ATAGGCGTTGTCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACAATGT 360 
pkr_node28      ATAGGCGTTGTCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACAATGT 360 
                ************************************************************ 
 
pkr_node27      ACATCGGGGGTGCATGGGCCAGAAGGATTTCATTATAAATGCAAAATGGGACAGAAAGAA 420 
pkr_node28      ACATCGGGGGTGCATGGGCCAGAAGGATTTCATTATAAATGCAAAATTGGAGAGAAAGAA 420 
                *********************************************** *** ******** 
 
pkr_node27      TATAGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTTGCA 480 
pkr_node28      TATAGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTTGCA 480 
                ************************************************************ 
 
pkr_node27      TTTCTTGAGATATCAGAAGAAACCTCAGTGAAACCTGACTCCATGTCCTCTGGTTCTTTT 540 
pkr_node28      TTGCTTGAGATATCAGAAGAAACCTCAGTGAAACCTGACTCCATGTCCTCTGGTTCTTTT 540 
                ** ********************************************************* 
 
pkr_node27      GCTGCTACGTGTGACTCCCAAAGCAACCCTTTAGTGAACAACTCACTTGCTTCTGAATCA 600 
pkr_node28      GCTGCTACGTGTGACTCCCAAAGCAACCCTTTAGTGAACAACTCACTTGCTTCTGAATCA 600 
                ************************************************************ 
 
pkr_node27      TCATCTGAAAGTGACGTCTCAGCAGATACATCAGAGATAAATTCTAACAGTAGTTTAAAC 660 
pkr_node28      TCATCTGAAAGTGACGTCTCAGCAGATACATCAGAGATAAATTCTAACAGTAGTTTAAAC 660 
                ************************************************************ 
 
pkr_node27      AATTCTTCATTGTTTACGAATGGTCTCAGAAATAACCAAAGGAAGGCAAAAAGATCTTTG 720 
pkr_node28      AATTCTTCATTGTTTACGAATGGTCTCAGAAATAACCAAAGGAAGGCAAAAAGATCTTTG 720 
                ************************************************************ 
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pkr_node27      GCACCTAGATTTGACCCTCCTGACATGAAAGGAACAAAGTATACTGCGGATGCAAGGTTT 780 
pkr_node28      GCACCTACATTTGACCCTCCTGACATGAAAGGACCAAAGTATACTGAGGATGCAAGGTTT 780 
                ******* ************************* ************ ************* 
 
pkr_node27      GGCACGGATTTTAAAGAAATAGAATTCATTAGCTCGGGTGGATTTGGCCAAGTTTTCAAA 840 
pkr_node28      GGCACGGATTTTAAAGAAATAGAATTCATTAGCGTGGGTGGATTTGGCCAAGTTTTCAAA 840 
                *********************************  ************************* 
 
pkr_node27      GCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGTGTTAAATATAATAGCGAG 900 
pkr_node28      GCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGTGTTAAATATAATAGCAAG 900 
                ********************************************************* ** 
 
pkr_node27      AAGGCAGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCATGTAAATATTGTTCACTAC 960 
pkr_node28      AAGGCAGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCATGTAAATATTGTTCACTAC 960 
                ************************************************************ 
 
pkr_node27      AATGGCTGTTGGGATGGACTTGATTATGATCCTGAGATCAGTGCTTATGATCCTGAGAGC 1020 
pkr_node28      AATGGCTGTTGGGATGGACTTGATTATGATCCTGAGATCAGTGCTTATGATCCTGAGAGC 1020 
                ************************************************************ 
 
pkr_node27      CCTGATTATGATCCTGAGAACAGCAAAAATAGTTCAAGATCAAAGACTAAGTGCCTTTTC 1080 
pkr_node28      CCTGATTTTGATCCTGAGAACAAAAAAAATAGTTTAAGATCAAAGACTAAGTGCCTTTTC 1080 
                ******* **************  ********** ************************* 
 
pkr_node27      ATCCAAATGGAATTCTGTGAAAAAGGGACATTGGAGCAATGGATTGAAGATAGAAGAGGC 1140 
pkr_node28      ATCCAAATGGAATTCTGTGAAAAAGGGACATTGGAGGAATGGATTGAAGATAGAAAAGGC 1140 
                ************************************ ****************** **** 
 
pkr_node27      AAGAAACTAGACAAAGTTTTGGCTTTGGAACTCTTTGAACAAATAACAAAAGGGGTGGAT 1200 
pkr_node28      AAGAAACTAGACAAAGTTTTGGCTTTGGAACTCTTTGAACAAATAACAAAAGGGTTGGAT 1200 
                ****************************************************** ***** 
 
pkr_node27      TATATACATTCAAAAAATATAATTCATAGAGATCTTAAGCCAAGTAATATATTCTTAGTA 1260 
pkr_node28      TATATACATTCAAAAAATATAATTCATAGAGATCTTAAGCCAAGTAATATATTCTTAGTA 1260 
                ************************************************************ 
 
pkr_node27      GATACAAAACAAATAAAGATTGGAGACTTTGGACTTGCAACATCTCTGAAAAATGATGGA 1320 
pkr_node28      GATACAAAACAAATAAAGATTGGAGACTTTGGACTTGCAACATCTCTGAAAAATGATGGA 1320 
                ************************************************************ 
 
pkr_node27      AAGCGAACAAGGAATACGGGAACTTTGCGATACATGAGCCCAGAACAGATTTCTTCGCAA 1380 
pkr_node28      AAGCGAACAAGGAATACGGGAACTTTGCGATACATGAGCCCAGAACAGATTTCTTCGCAA 1380 
                ************************************************************ 
 
pkr_node27      GACTATGGAAAGGAAGTGGACCTCTACGCTTTGGGGCTAATTCTTGCTGAACTTCTTCAT 1440 
pkr_node28      GACTATGGAAAGGAAGTGGACCTCTACGCTTTGGGGCTAATTCTTGCTGAACTTCTTCAT 1440 
                ************************************************************ 
 
pkr_node27      GTATGTGACACTGCTTTCGAAACATCAAAGTTTTTCAAAGACCTACGGGATGGCATCATC 1500 
pkr_node28      GTATGTGACACTGCTTCCGAAACATCAAAGTTTTTCAAAGACCTACGGGATGGCACCATC 1500 
                **************** ************************************** **** 
 
pkr_node27      TCAGATGTGTTTGATAAAAGAGAAAAAACTCTTCTAGAGAAATTACTCTCAAAGAAACCT 1560 
pkr_node28      TCAGATGTGTTTGATAAAAGAGAAAAAACTCTTCTAGAGAAATTACTCTCAAAGAAACCT 1560 
                ************************************************************ 
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pkr_node27      GAGGACCGACCTAACACATCTGAAATACTAAGCACCTTGACTACGTGGAAGAAAAGCCCA 1620 
pkr_node28      GAGGACCGACCTAACACATCTGAAATACTAAGCACCTTGACTACGTGGAAGAAAAGCCCA 1620 
                ************************************************************ 
 
pkr_node27      GAGAAAAAG 1629 
pkr_node28      GAGAAAAAG 1629 
                ********* 
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Dataset 2: Full PKR alignment 

 
CLUSTAL 2.0.8 multiple sequence alignment 
 
 
pkr_hum         ATGGCTGGTGATCTTTCAGCAGGTTTCTTCATGGAGGAACTTAATACATACCGTCAGAAG 60 
pkr_chi         ATGGCTGGTGATCTTTCAGCAGGTTTCTTCATGGAGGAACTGAATACATACCGTCAGAAG 60 
pkr_bon         ATGGCTGGTGATCTTTCAGCAGGTTTCTTCATGGAGGAACTTAATACATACCGTCAGAAG 60 
pkr_gor         ATGGCTGGTGATCTTTCAGCAGGTTTCTTCATGGAGGAACTTAATACATACCGTCAGAAG 60 
pkr_ora         ATGGCTGGTGATCTTTCACCAGGTTTCTTCATGGAGGAACTTAATACATACCGTCAGAAG 60 
pkr_agi         ATGGCTGGTGATCTTTCAGCAGGTTTCTTCATGGAGGAACTTAATACATACCGTCAGAAG 60 
pkr_wcg         ATGGCTGGTGATCTTTCAGCAGGTTTCTTCATGGAGGAACTTAATACATACCGTCAGAAG 60 
pkr_isi         ATGGCTGGTGATCTTTCAGCAGGTTTCTTCATGGAGGAACTTAATACATACCGTCAGAAG 60 
pkr_smg         ATGGCTGGTCATCTTTCACCAGGTTTCTTCATGGAGGAACTTAATAAATACCGTCAGAAG 60 
pkr_rhe         ATGGCTGGTCATCTTGTACCAGGTTTCTACATGGAGGAACTTAATAAATACCGTCAGAAG 60 
pkr_tal         ATGGCTGGTGATATTGCACCAGGTTTCTACATGGAGGAACTTAATAAATACCGTCAGAAG 60 
pkr_pat         ATGGCTGGCGATCTTGCACCAGGTTTCTACATGGAGGAACTTAATAAATACCGTCAGAAG 60 
pkr_agm         ATGGCTGGTGATCTTGCACCAGGTTTCTACATGGAGGAACTTAATAAATACCGTCAGAAG 60 
pkr_flf         ATGGCTGGTGATCTTGCACCAGGTTTCTTCATGGAGCAACTTAATAAATACCGTCAGAAG 60 
pkr_col         ATGGCTGGTGATCTTGCACCAGGTTTCTTCATGGAGCAACTTAATAAATACCGTCAGAAG 60 
pkr_woo         ATGGCTGGTGATCTTTCACCAGGTTTCTTCAAGGAGGAACTTAATAAATACCGTCAGAAG 60 
pkr_spi         ATGGCTGGTGATCTTTCAGCAGGTTTCTTCAAGGAGGAACTTAATAAATACCGTCAGAAG 60 
pkr_tit         ATGGCTGGTGATCTTTCAGCAGGATTCTTCATGGAGGAACTTAATAAATACCGTCAGAAG 60 
pkr_owl         ATGGCTGGTGATCTTTCAGCAGGTTTCTTCATGGAAGAACTTAATAAATACCGTCAGAAG 60 
pkr_tam         ATGGCTGGTGGTCTTTCACCAGGTTTCTTCATGGAGGAACTTAATAAATACCGTCAGAAG 60 
pkr_mar         ATGGCTGGTGATCTTTCACCAGGTTTCTTCATGGAGGAACTTAATAAATACCGTCAGAAG 60 
                ********   * **  * **** **** ** ***  **** **** ************* 
 
pkr_hum         CAGGGAGTAGTACTTAAATATCAAGAACTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_chi         CAGGGAGTAGTACTTAAATATCAAGAACTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_bon         CAGGGAGTAGTACTTAAATATCAAGAACTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_gor         CAGGGAGTAGTACTTAAATATCAAGAACTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_ora         CAGGGAGTAGTACTTAGATATCAAGAACTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_agi         CAGGGAGTAGTACTTAGATATCAAGAACTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_wcg         CAGGGAGTAGTACTTAGATATCAAGAACTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_isi         CAGGGAGTAGTACTTAGATATCAAGAACTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_smg         CAGGGAATAACATTGAGCTATCAAGAACTGCCTAATACAGGACCTCCACATGATAGGAGG 120 
pkr_rhe         CAGGGAATATCATTGAGCTATCAAGAACTGCCTAATACAGGACCTCCACATGATAGGAGG 120 
pkr_tal         CAGGGAATAACATTTAGCTATCAAGAACTGCCTAATACAGGACCTCCACATGATAGGAGG 120 
pkr_pat         CAGGGAATAACATTTAGCTATCAAGAACTGCCTAATACAGGACCTCCACATGATAGGAGG 120 
pkr_agm         CAGGGAATAACATTTAGCTATCAAGAACTGCCTAATACAGGACCTCCACATGATAGGAGG 120 
pkr_flf         CAGGGAATAAAACTTAGCTATCAAGAACTGCCTAATACAGGACCTCCACATGATAGGAGG 120 
pkr_col         CAGGGAATAAAACTTAGCTATCAAGAACTGCCTAATACAGGACCTCCACATGATAGGAGG 120 
pkr_woo         CAGGGAGTAGTACTTACATATATAGAACTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_spi         CAGGGAGTAGTACTTAGATATAAAGAACTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_tit         CAGGGAGTTGTACTTAGATATAAAGAATTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_owl         CAGGGAGTAGTACTTAGATATGAAGAACTGCCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_tam         CAGGGAGTAGTACTTAGATATAAAGAACTACCTAATTCAGGACCTCCACATGATAGGAGG 120 
pkr_mar         CAGGGAGTAGTACTTAGATATAAAGAACTGCCTAATTCAGGACCTCCACATGATAGAAGG 120 
                ****** *   * * *  ***  **** * ****** ******************* *** 
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pkr_hum         TTTACATTTCAAGTTATAATAGATGGAAGAGAATTTCCAGAAGGTGAAGGTAGATCAAAG 180 
pkr_chi         TTTACATTTCGAGTTATAATAGATGGAAGAGAATTTCCAGAAGGTGAAGGTAGATCAAAG 180 
pkr_bon         TTTACATTTCGAGTTATAATAGATGGAAGAGAATTTCCAGAAGGTGAAGGTAGATCAAAG 180 
pkr_gor         TTTACATTTCGAGTTATAATAGATGAAAGAGAATTTCCAGAAGGTGAAGGTAGATCAAAG 180 
pkr_ora         TTTACATTTCGAGTTATAATAGACGGAAGAGAATTTCCAGAAGCCGAAGGTAGATCAAAG 180 
pkr_agi         TTTACATTTCGAGTTATAATAGATGAAAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
pkr_wcg         TTTACATTTCGAGTTATAATAGATGAAAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
pkr_isi         TTTACATTTCGAGTTATAATAGATGAAAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
pkr_smg         TTTACATTTCAAGTTGTAACAGATAGAAGAAAATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
pkr_rhe         TTTACATTTCAAGTTGTAACAGATAGAAGAACATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
pkr_tal         TTTACATTTCGAGTTGTAACAGATAGAAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
pkr_pat         TTTACATTTCGAGTTGTAACAGATAGAAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
pkr_agm         TTTACATTTCGAGTTGTAACAGATAGAAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
pkr_flf         TTTACTTTTCGAGTTATATCAGATAGAAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
pkr_col         TTTACATTTCGAGTTATATCAGATAAAAGACAATTTCCAGAAGCTGAAGGTAGATCAAAG 180 
pkr_woo         TTTACATTTCAAGTTATAATAGATGGGAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAA 180 
pkr_spi         TTTACATTTCAAGTTATAATAGATGGGAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAA 180 
pkr_tit         TTTACATTTCAAGTTATAATAGATGGGAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAA 180 
pkr_owl         TTTACATTTCAAGTTATAATAGATGGGAGAGAATTTCCAGAAGCTGAAGGTAAATCAAAA 180 
pkr_tam         TTTACATTTCAAGTTATAATAGATGGGAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAA 180 
pkr_mar         TTTGCATTTCAAGTTATAATAGATGGGAGAGAATTTCCAGAAGCTGAAGGTAGATCAAAA 180 
                *** * **** **** **  ***    ***  ***********  ******* ******  
 
pkr_hum         AAGGAAGCAAAAAATGCCGCAGCCAAATTAGCTGTTGAGATACTTAATAAGGAAAAGAAG 240 
pkr_chi         AAGGAAGCAAAAAATGCCGCAGCCAAATTAGCTGTTGAGATACTTAATAAGGAAAAGAAG 240 
pkr_bon         AAGGAAGCAAAAAATGCCGCAGCCAAATTAGCTGTTGAGATACTTAATAAGGAAAAGAAG 240 
pkr_gor         AAGGAAGCAAAAAATGCCGCAGCCAAATTAGCTGTTGAGATACTTAATAAGGAAAAGAAG 240 
pkr_ora         AAGGAAGCAAAAAATGCCGCAGCCAAATTAGCTGTTGAGATACTTAATAAGGAAAAGAAG 240 
pkr_agi         AAGGAAGCAAAAAATGCTGCAGCCAAATTAGCTGTTGAGATACTTAATAAGGAAAAGAAG 240 
pkr_wcg         AAGGAAGCAAAAAATGCTGCAGCCAAATTAGCTGTTGAGATACTTAATAAGGAAAAGAAG 240 
pkr_isi         AAGGAAGCAAAAAATGCTGCAGCCAAATTAGCTGTTGAGATACTTAATAAGGAAAAGAAG 240 
pkr_smg         AAGGAAGCAAAAAATGCTGCAGCCAAATTAGCTGTTGATATACTTAATAAGGAAAGCGAG 240 
pkr_rhe         AAGGAAGCAAAAAATGCTGCAGCCAAATTAGCTGTTGATATACTTAATAAGGAAAGCGAG 240 
pkr_tal         AAGGAAGCAAAAAATGCTGCAGCCAAATTAGCTGTTGATATACTTAATAAGGAAAGCAAG 240 
pkr_pat         AAGGAAGCAAAAAATGCTGCAGCCAAATTAGCTGTTGATATACTTAATAAGGAAAGCAAG 240 
pkr_agm         AAGGAAGCAAAAAATGCTGCAGCCAAATTAGCTGTTGATATACTTAATAAGGAAAGCAAG 240 
pkr_flf         AAGGAAGCAAAAAATGCTGCAGCCAAATTAGCTGTTGAGATACTTAATAAGGAAAGCAAG 240 
pkr_col         AAGGAGGCAAAAAATGCTGCAGCCAAATTAGCTGTTGAGATACTTAATAAGGAAAGCAAG 240 
pkr_woo         AAGGAAGCAAAAAATGCCGCAGCCAAAGTAGCTGTTGAGATACTTAATAAGGAAAACAAG 240 
pkr_spi         AAGGAAGCAACAAATGCCGCAGCCAAAGTAGCTGTTGAGATACTTAATAGGGAAAACAAG 240 
pkr_tit         AAGGAAGCAAAAAATGCCGCAGCCAAAGTAGCTGTTGAGATACTTAATAAGGAAAACAAG 240 
pkr_owl         AAGGAAGCAAAAAATGCCGCAGCCAAAGTAGCTGTTGAGATACTTAATAAGGAAAACAAG 240 
pkr_tam         AAGGAAGCAAAAAATGCCGCAGCCAAAGTAGCTGTTGAGATACTTAATAAAGAAAACAAG 240 
pkr_mar         AAGGAAGCAAAAAATGCCGCAGCCAAAGTAGCTGTTGAGATACTTAATAAGGAAAACAAG 240 
                ***** **** ****** ********* ********** **********  ****   ** 
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pkr_hum         GCAGTTAGTCCTTTATTATTGACAACAACGAATTCTTCAGAAGGATTATCCATGGGGAAT 300 
pkr_chi         GCAGTTAGTCCTTTAGTATTGACAACAACGAATTCTTCAGAAGGGTTATCCATGGGGAAT 300 
pkr_bon         GCAGTTAGTCCTTTAGTATTGACAACAACGAATTCTTCAGAAGGGTTATCCATGGGGAAT 300 
pkr_gor         GCAGTTAGTCCTTTATTATTGACAACAACGAATTCTTCAGAAGGATTATCCATGGGGAAT 300 
pkr_ora         GCAGTTAGTCCTTTATTATTGACAACAACCAATTCTTCAGAAGGATTATCCATTGGGAAT 300 
pkr_agi         GGAGTTAGTCCTTTAGTATTGACAACAACCAATTCTTCAGAAGGATTATCCATTGGGAAT 300 
pkr_wcg         GGAGTTAGTCCTTTAGTATTGACAACAACCAGTTCTTCAGAAGGGTTATCCATTGGGAAT 300 
pkr_isi         GGAGTTAGTCCTTTAGTATTGACAACAACCAGTTCTTCAGAAGGATTATCCATTGGGAAT 300 
pkr_smg         GCAGTTAGTCCTTTTTCATTGACAACAACCAGTTCTTCGGAAGGATTATCCATTGGGAAT 300 
pkr_rhe         GCAGTTAGTCCTTTTTCATTGACAACAACCAGTTCTTCGGAAGGATTATCCATTGGGAAT 300 
pkr_tal         TCAGTTAGTCCTTTTTCATTGACAACAACCAGTTCTTCGGAAGGATTATCCATTGGGAAT 300 
pkr_pat         GTAGTTAGTCCTTTTTCATTGACAACAACCAGTTCTTCGGAAGGATTATCCATTGGGAAC 300 
pkr_agm         GTAGTTAGTCCTTTTTCATTGACAACAACCAGTTCTTCGGAAGGATTATCCATTGGGAAC 300 
pkr_flf         GCAGTTAGTCCTTTTTCATTGACAACAACCAGTTCTTCGGAAGGATTATCCATTGGGAAT 300 
pkr_col         GCAGTTAGTCCTTTTTCATTGACAACAACCAGTTCTTCGGAAGGATTATCCATTGGGAAT 300 
pkr_woo         GCAGTTAGTCCTTTATCATTGACACCAACCGATTCTTCGGAAAGATTATCCATTGGGAAT 300 
pkr_spi         GCAGTTAGTCCTTTATCATTGACACCAACCGATTCTTCGGACAGATTATCCATTGGGAAT 300 
pkr_tit         GCAGTTAGTCCTTTATCATTGACACCAACCGATTCTTCAGAAGGA---TCCATTGGGAAT 297 
pkr_owl         GCAGTTAGTCCTTTATCATTGACACCAACCGATTCTGCAGAAAGATCATCCATTGGGAAT 300 
pkr_tam         GCAGTTAGTCCTTTATCATTGACACCAACCGATTCTTCAGAAAGATCATCCATTGGGAAT 300 
pkr_mar         GCAGTTAGTCCTTTATCATTGACACCAACCGATTCTTCAGAAAGATCATCCATGGGGAAT 300 
                  ************   ******* ****   **** * **  *    ***** *****  
 
pkr_hum         TACATAGGCCTTATCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACAG 360 
pkr_chi         TACATAGGCCTTATCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACAG 360 
pkr_bon         TACATAGGCCTTATCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACAG 360 
pkr_gor         TACATAGGCCTTATCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACAG 360 
pkr_ora         TACATAGGCCTTATCAATAGAATTGCCCAAAAGAAAAGACTAACTGTAAATTATGAACAG 360 
pkr_agi         TACATGGGCCTTATCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACAG 360 
pkr_wcg         TACATGGGCCTTATCAATAGATTTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACAG 360 
pkr_isi         TACATGGGCCTTATCAATAGATTTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACAG 360 
pkr_smg         TACATAGGCGTTGTCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACAA 360 
pkr_rhe         TACATAGGCGTTGTCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACAA 360 
pkr_tal         TACATAGGCGTTGTCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTACGAACAA 360 
pkr_pat         TACATAGGCGTTGTCAATAGAATTGCCCAGAAGAAAAGACTAACTGTCAATTATAAACAA 360 
pkr_agm         TACATAGGCGTTGTCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATAAACAA 360 
pkr_flf         TACATAGGCGTTGTCAATAGAATTGCTCAGAAGAAAAGACTAACTGTAAATTATGAACCA 360 
pkr_col         TACATAGGCGTTGTCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACCA 360 
pkr_woo         TACATAGGCCTTATCAATAGAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACCA 360 
pkr_spi         TACATAGGCCTTATCAATACAATTGCCCAGAAGAAAAGACTAACTGTAAATTATGAACCA 360 
pkr_tit         TACGTAGGCCTTATCAATAGAATTGCCCAGAAGGAAAGAGTAACTGTAAATTATGAACAA 357 
pkr_owl         TACATAGGCCTTATCAACAGATTTGCCCAGAAGAACAGACTAACTGTAAATTATGAACAA 360 
pkr_tam         TACATAGGCCTTATCAATAGAATTGCCCAGAAGGAAAGACTAACTGTAAATTATGAACAA 360 
pkr_mar         TACATAGGCCTTATCAATAGAATTGCCCAGAAGGAAAGACTGACTGTAAATTATGAACAA 360 
                *** * *** ** **** * * **** ** *** * *** * ***** *****  ***   
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pkr_hum         TGTGCATCGGGGGTGCATGGGCCAGAAGGATTTCATTATAAATGCAAAATGGGACAGAAA 420 
pkr_chi         TGTGCATCGGGGGTGCATGGGCCAGAAGGATTTCATTATAAATGCAAAATGGGACAGAAA 420 
pkr_bon         TGTGCATCGGGGGTGCATGGGCCAGAAGGATTTCATTATAAATGCAAAATGGGACAGAAA 420 
pkr_gor         TGTGCATCGGGGGTGCATGGGCCAGAAGGATTTCATTATAAATGCAAAATGGGACAGAAA 420 
pkr_ora         TGTGCATCGGGGGTGCATGGGCTAGAAGGATTTCATTATAAATGCAAAATGGGACAGAAA 420 
pkr_agi         TGTGGATGGGGGATGCATGGGACAAAAGGATTTCATTATAAATGCAAAATGGGACAGAAA 420 
pkr_wcg         TGTGTATCGGGGGTGCATGGGCCAAAAGGATTTCATTATAAATGCAAAATGGGACAGAAA 420 
pkr_isi         TGTGGATGGGGGGTGCATGGGCCAAAAGGATTTCATTATAAATGCAAAATGGGACAGAAA 420 
pkr_smg         TGTACATCGGGGGTGCATGGGCCAGAAGGATTTCATTATAAATGCAAAATTGGAGACAAA 420 
pkr_rhe         TGTACATCGGGGGTGCATGGGCCAGAAGGATTTCATTATAAATGCAAAATTGGAGACAAA 420 
pkr_tal         TGTACATTGGGGGTGCATGGGCCAGAAGGATTTCATTATAAATGCAAAATTGGAGACAAA 420 
pkr_pat         TGTACATCGGGGGTGCATGGGCCAGAAGGATTTCATTATAAATGCAAAATTGGAGAGAAA 420 
pkr_agm         TGTACATCGGGGGTGCATGGGCCAGAAGGATTTCATTATAAATGCAAAATTGGAGAGAAA 420 
pkr_flf         TGTATATCGGGGGTACATGGGCCAGAAGGATTTCATTATAAATGCAAAATGGGACAGAAA 420 
pkr_col         TGTATATCGGGGGTACATGGGCCAGAAGGATTTCATTATAAATGCAAAATGGGACAGAAA 420 
pkr_woo         TGTGCATCGGGGTTGAATGGGCCAGAAGGATTTCATTATAAATGCAAAGTGGGGCAGAAA 420 
pkr_spi         TGTGTATCAGGGATGAATGGGCCAGAAGGATTTCATTATAAATGCAAAGTGGGGCAGAAA 420 
pkr_tit         TGTGCATCGGGGGTGAACGGGCCAGAAGGATTTCATTATAAATGCAAAGTGGGGCAGAAA 417 
pkr_owl         TGTGCATCAGGGGTGAATGGGCCAGCAGGATTTCATTATAAATGCAAAGTGGGACAGAAA 420 
pkr_tam         TGTGCATCGGGGGTGAATGGGCCAGAAGGATTTCATTATAAATGCAAAGTGGGGCAGAAA 420 
pkr_mar         TGTGCATCGGGGGTGAATGGGCCAGAAGGATTTCATTATAAATGCAAAGTGGGGCAGAAA 420 
                ***  **  *** *  * ***  *  ********************** * **  * *** 
 
pkr_hum         GAATATAGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTT 480 
pkr_chi         GAATATAGTATTGGTACAAGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTT 480 
pkr_bon         GAATATAGTATTGGTACAAGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTT 480 
pkr_gor         GAATATAGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTT 480 
pkr_ora         GAATATAGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAATTT 480 
pkr_agi         GAATATAGTATTGCTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTT 480 
pkr_wcg         GAATATAGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTT 480 
pkr_isi         GAATATAGTATTGCTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTT 480 
pkr_smg         GAATATGGTATTGGTACAGGTTCTAGTAAACAGGAAGCAAAACAATTGGCCGCTAAACTT 480 
pkr_rhe         GAATATGGTATTGGTACAGGTTCTAGTAAACAGGAAGCAAAACAGTTGGCCGCTAAACTT 480 
pkr_tal         GAATATAGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTT 480 
pkr_pat         GAATATAGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTT 480 
pkr_agm         GAATATAGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAACTT 480 
pkr_flf         GAATATAGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCTGCTAAATTT 480 
pkr_col         GAATATAGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCCGCTAAATTT 480 
pkr_woo         GAATATGGCATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCTGCTAAACTT 480 
pkr_spi         GAATATGGCATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCTGCTAAACTT 480 
pkr_tit         GAATATGGTATTGCTACAGGTTCTACTAAACAGGAAGCAAAACAGTTGGCTGCTAAACTT 477 
pkr_owl         GAATATGGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAAATGGCTGCTAAACTT 480 
pkr_tam         GAATATGGTATTGGTACAGGTTCTACCAAACAGGAAGCAAAACAATTGGCTGCTAAACTT 480 
pkr_mar         GAATATGGTATTGGTACAGGTTCTACTAAACAGGAAGCAAAACAATTGGCTGCTAAACTT 480 
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pkr_hum         GCATATCTTCAGATA---TTATCAGAAGAAACCTCAGTGAAATCTGACTACCTGTCCTCT 537 
pkr_chi         GCATATCTTCAGATA---TTATCAGAAGAAACCTCAGTGAAATCTGACTACCTGTCCTCT 537 
pkr_bon         GCATATCTTCAGATA---TTATCAGAAGAAACCTCAGTGAAATCTGACTACCTGTCCTCT 537 
pkr_gor         GCATATCTTCAGATA---GTATCAGAAGAAACCTCAGTGAAATCTGACTACCTGTCCTCT 537 
pkr_ora         GCATATCTTCAGATA---TTATCAGAAGAATCCTCAGTGAAATCTGACTCCATGTCCTCT 537 
pkr_agi         GCATATGTTCAGATA---TTATCAGAAGACACCTCAGTGAAATCTGACTCCATGTCCTCT 537 
pkr_wcg         GCATATGTTCAGATA---TTATCAGAAGACACCTCAGTGAAATCTGACTCCATGTCCTCT 537 
pkr_isi         GCATATGTTCAGATA---TTATCAGAAGACACCTCAGTGAAATCTGACTCCATGTCCTCT 537 
pkr_smg         GCATTGCTTGAGATA------TCAGAAGAAACCTCAGTGAAACCTGACTCCATGCCCTCT 534 
pkr_rhe         GCATTGCTTGAGATA------TCAGAAGAAACCTCAGTGAAACCTGACTCCATGTCCTCT 534 
pkr_tal         GCATTGCTTGAGATA------TCAGAAGAAACTTCAGTGAAACCTGACTCCATGTCCTCT 534 
pkr_pat         GCATTGCTTGAGATA------TCAGAAGAAACCTCAGTGAAACCTGACTCCATGTCCTCT 534 
pkr_agm         GCATTGCTTGAGATA------TCAGAAGAAACCTCAGTGAAACCTGACTCCATGTCCTCT 534 
pkr_flf         GCATTTCTTGAGATA------TCAAAAGAAACCTCAGTGAAACCTGACTCCATGTCCTCT 534 
pkr_col         GCATTTCTTGAGATA------TCAAAAGAAACCTCAGTGAAACCTGACTCCATGTCCTCT 534 
pkr_woo         GCATATCTTCAGATACATAAATCAGAAGAAACCTCAGTGAAAGCTGACTCCATATCCTCT 540 
pkr_spi         GCATATCTTCAGATACATAAATCAGAAGAAACCTCAGTGAAAGCTGACTCCATATCCTCT 540 
pkr_tit         GCATATCTTCAGATACATAAATCAGAAGAAACCTCAGTGAAAGCTGACTCCATATCCTCT 537 
pkr_owl         GCATATCTTCAGATACATAAATCAGAAGAAACCTCAGTGAAAGCCGACTCCATATCCTCT 540 
pkr_tam         GCATATCTTCAGATACGTAAATCAGAAGAAACCTCAGTGAAAGCTGACTCTACATCTTCT 540 
pkr_mar         GCATATCTTCAGATACATAAATCAGAAGAAACCTCAGTGAAAGCTGACTCCACATCCTCT 540 
                ****   ** *****      *** ****  * ********* * ****      * *** 
 
pkr_hum         GGTTCTTTTGCTACTACGTGTGAGTCCCAAAGCAACTCTTTAGTG---ACCAGCACACTC 594 
pkr_chi         GGTTCTTTTGCTACTACGTGTGACTCCCAAAGCAACTCTTTAGTG---ACCAGCACACTC 594 
pkr_bon         GGTTCTTTTGCTACTACGTGTGACTCCCAAAGCAACTCTTTAGTG---ACCAGCACACTC 594 
pkr_gor         GGTTCTTTTGCTACTACGTGTGACTCCCAAAGCAACTCTTTAGTG---ACCAGCACACTC 594 
pkr_ora         GGTTATTTTGCTGCTACGTGTGACTCCCAAAGCAACTGTTTAGTG---ACCAGCACACTT 594 
pkr_agi         GGTTCTTTTGCTGCTACTTGTGACTCCCAAAGCAGCTCTTTAGTG---ACCAGCACACTT 594 
pkr_wcg         GGTTCTTTTGCTGCTACTTGTGACTCCCAAAGCAGCTCTTTAGTG---ACCAGCACACTT 594 
pkr_isi         GATTCTTTTGCTGCTACTTGTGACTCCCAAAGCAGCTCTTTAGTG---ACCAGCACACTT 594 
pkr_smg         GGTTCTTTTGCTGCTACGTGTGACTCCCAAAGCAACCCTTTAGTG---AACAACTCACTT 591 
pkr_rhe         GGTTCTTTTGCTGCTACGTGTGACTCCCAAAGCAACCCTTTAGTG---AACAACTCACTT 591 
pkr_tal         GGTTCTTTTGCTGCTACGTGTGACTCCCAAAGCAACCCTTTAGTG---AACAACTTACTT 591 
pkr_pat         GGTTCTTTTGCTGCTATGTGTGACTCCCAAAGCAACCCTTTAGTG---AACAACTCACTT 591 
pkr_agm         GGTTCTTTTGCTGCTACGTGTGACTCCCAAAGCAACCCTTTAGTG---AACAACTCACTT 591 
pkr_flf         GGTTCTTTTGCTGCTACTTGTGACTCCCAAAGCAACCCTTTAGTG---AACAACTCACTT 591 
pkr_col         GGTTCTTTTGCTGCTACGTGTGACTCCCCAAGCAACCCTTTAGTG---AACAACTCACTT 591 
pkr_woo         GTTTCTTTTACTCCTATGTGTGACATCCAAAACAACTCTATAGTG---ACCAGCACATTG 597 
pkr_spi         GTTTCTTTTACTCCTATGTGTGACATCCAAAACAACTCTTTCGTG---ACCAGCACATTG 597 
pkr_tit         GGTTCTTTTGCTCCTGTGTCTGACATCCAAAACAACTCTTTAGTG---ACCAGCACATTG 594 
pkr_owl         GGTGCTTTTACTCCTGTGTGTGACATCCAAAACAACTCTTCAGTGACCACCAGCACATTG 600 
pkr_tam         GTTTCTTTTACTCCTGTGTGTGACATCCAAAACAACCCTTTAGTG---ACCAGCACATTG 597 
pkr_mar         GTTTCTTTTACTCCTGTGCGTGACATCCAAAACAACCCTTTAGTG---ACCAGCACATTG 597 
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pkr_hum         GCTTCTGAATCATCATCTGAAGGTGACTTCTCAGCAGATACATCAGAGATAAATTCTAAC 654 
pkr_chi         GCTTCTGAATCATCATCTGAAGGTGACTTCTCAGCAGATACATCAGAGATAAATTCTAAC 654 
pkr_bon         GCTTCTGAATCATCATCTGAAGGTGACTTCTCAGCAGATACATCAGAGATAAATTCTAAC 654 
pkr_gor         GCTTCTGAATCATCATCTGAAGGTGACTTCTCAGCAGATACATCAGAGATAAATTCTAAC 654 
pkr_ora         GGTTCTGAATCATCATCTGAAAGTGACTTCTCAGCAGATACATCAGAGATAAATTCTAAC 654 
pkr_agi         GCTTCTGCATCATCATCTGAAGGTGACTTCTCAGCAGATACATCTGAGATAAATTCTAAC 654 
pkr_wcg         GCTTCTGCATCATCATCTGAAGGTGACTTCTCAGCAGATACATCAGAGATAAATTCTAAC 654 
pkr_isi         GCTTCTGCATCATCATCTGAAGGTGACTTCTCAGCAGATACATCAGAGATAAATTCTAAC 654 
pkr_smg         GCTTCTGAATCATCATCTGAAAGTGACGTCCCAGCAGATACATCAGAGATAAATTCTAAC 651 
pkr_rhe         GCTTCTGAATCATCAGCTGAAAGTGACGTCTCAGCAGATACATCAGAGATAAATTCTAAA 651 
pkr_tal         GCTTCTGAATCATCATCTGAAAATGACGTCTCAGCAGATACATCAGAGATAAATTCTAAC 651 
pkr_pat         GCTTCTGAATCATCATCTGAAAATGACGTCTCAGCAGATACATCAGAGATAAATTCTAAC 651 
pkr_agm         GCTTCTGAATCATCATCTGAAAATGACGTCTCAGCAGATACATCAGAGATAAATTCTAAC 651 
pkr_flf         GCTTCTGAATCATCATCTGAAGGTGACGTCTCAGCAGATACATCAGAGATAAATTCTAAC 651 
pkr_col         GCTTCTGATTCATCATCTGAAAGTGACGTCTCAGCAGATACATCAGAGATAAATTCTAAC 651 
pkr_woo         GCTTCTGAATCATTACCTGAAGGTGGCTTCTCAGCAGATACATCAGAGATAAATTGTAAC 657 
pkr_spi         GCTTCTGAATCATTACCTGAAAGTGGCTTCTCAGGAGATACATCAGAGATAAATTGTAAC 657 
pkr_tit         GCTTCTGAACCAACACCTCAAAGTAGTTTCTCAGCAGATACATCAGAGATAAATTGTAAC 654 
pkr_owl         GCTTCTGAATCATCACCTGAAAGTAGTTTCTCAGCAGATACATCAGAGATAACTTGTAAC 660 
pkr_tam         GCTTCTGAATCATCACCTGAAAGTAGTTTCTCAGCAGATACATCAGAGATAAATTGTAAC 657 
pkr_mar         GCTTCTGAATCATCACCTGAAAGTAGTTTCTCAGCAGATACATCAGAGATAAATTTTAAC 657 
                * *****   **  * ** **  *    ** *** ********* ******* ** ***  
 
pkr_hum         AGTGACAGTTTAAACAGT---TCTTCGTTGCTTATGAATGGTCTCAGAAATAATCAAAGG 711 
pkr_chi         AGTGACAGTTTAAACAGT---TCTTCGTTGCTTATGAATGGTCTCAGAAATAATCAAAGG 711 
pkr_bon         AGTGACAGTTTAAACAGT---TCTTCGTTGCTTATGAATGGTCTCAGAAATAATCAAAGG 711 
pkr_gor         AGTGACAGTTTAAACAGT---TCTTCGTTGCTTATGAATGGTCTCAGAAATAATCAAAGG 711 
pkr_ora         AGTGACAGTTTAAAGAAT---TCTTCGTCGCTTATGAATGGTCTCAGAAATAATCAAAGA 711 
pkr_agi         AGTGACAGTTTAAACAAT---TCTTCGTTGCTTATGAATGGTCTCAGAAATAATCAAAGG 711 
pkr_wcg         AGTGACAGTTTAAACAAT---TCTTCGTTGCTTATGAATGGTCTCAGAAATAATCAAAGG 711 
pkr_isi         AGTGACAGTTTAAACAAT---TCTTCGTTGCTTATGAATGGTCTCAGAAATAATCAAAGG 711 
pkr_smg         AGTAGCAGTTTACACATT---TCTTCATTGTTTACGAATGGTCTCAGAAATAACCAAAGG 708 
pkr_rhe         AGTGGCAGTTTACACATT---TCTTCATTGTTTACGAATGGTCTCAGAAATAACCAAAGG 708 
pkr_tal         AGTGGCAGTTTAAACAAT---TCTTCATTGTTTACGAATGGTCTCAGAAATAACCAAAGG 708 
pkr_pat         AGTGGCAGTTTAAACAAG---TCTTCATTGTTTACGAATGGTCTCAGAAATAACCAAAGG 708 
pkr_agm         AGTGGCAGTTTAAACAAG---TCTTCATTGTTTACGAATGGTCTCAGAAATAACCAAAGG 708 
pkr_flf         AGTGGCAGTTTAAACAAT---TCTTCATTGTTTACGAATGGTCTCAGAAATAACCAAAAG 708 
pkr_col         AGTGGCAGTTTAAACAAT---TCTTCATTGTTTACGAATGGTCTCAGAAATAACCAAAAG 708 
pkr_woo         AAC---AGTTTAAACAATTGTTCTTCATTTTCTGTGAATGGTCTCAGAAATAATCAAAGG 714 
pkr_spi         AAC---AGTTTAAACAGTTGTTCTTCATTGTCTATGAATGGTCTCAGAAATAATCAAAGG 714 
pkr_tit         AAT---AGTTTAAACAATTGTTCTTCATTGTCTATGAATGGTCTCAGAAATAATCAAAGG 711 
pkr_owl         AAT---AGTTTAAACAATTGTTCTTCATTGTCTATGAATGGTCTCAGAAGTAATCAAAGG 717 
pkr_tam         AAT---GGTTTGAATAACTGTTCTTCATTGTCTACGAATGGTCTCAGAAATAATCAAAAG 714 
pkr_mar         AAT---AGTTTAAACAATTGTTCTTCATTGTCTATGAATGGTCTCAGAAATAATCAGAGG 714 
                *      ****  * *     ***** *    *  ************** *** ** *   
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pkr_hum         AAGGCAAAAAGATCTTTGGCACCCAGATTTGACCTTCCTGACATGAAAGAAACAAAGTAT 771 
pkr_chi         AAGGCAAAAAGATCTTTGGCACCCAGATTTGACCTTCCTGACATGAAAGAAACAAAGTAT 771 
pkr_bon         AAGGCAAAAAGATCTTTGGCACCCAGATTTGACCTTCCTGACATGAAAGAAACAAAGTAT 771 
pkr_gor         AAGGCAAAAAGATCTTTGGCACCCAGATTTGACCTTCCTGACATGAAAGAAACAAAGTAT 771 
pkr_ora         AAGGCAAAAAGATCTTTGGCACCTAGATTTGACCCTCCTGACGTGAAAGGAACAAAGTAT 771 
pkr_agi         AAGGCAAAAAGATCTTTGGCACCTACATTTGACCCTCCTGACATGAAAGGAACAAAGTAT 771 
pkr_wcg         AAGGCAAAAAGATCTTTGGCACCTACATTTGACCCTCCTGACATGAAAGGAACAAAGTAT 771 
pkr_isi         AAGGCAAAAAGATCTTTGGCACCTACATTTGACCCTCCTGACATGAAAGGAACAAAGTAT 771 
pkr_smg         AAGGCAAAAAGATCTTTGGCACCTACATTTGACCCTCCTGACATGAAAGGATCAAAGTAT 768 
pkr_rhe         AAGGCAAAAAGATCTTTGGCACCTACATTTGACCCTCCTGACATGAAAGGACCAAAGTAT 768 
pkr_tal         AAGGCAAAAAGATCTTTGGCACCTACATTTGACCCTCCTGACATGAAAGGACCAAAGTAT 768 
pkr_pat         AAGGCAAAAAGATCTTTGGCACCTACATTTGACCCTCCTGACATGAAAGGACCAAAGTAT 768 
pkr_agm         AAGGCAAAAAGATCTTTGGCACCTACATTTGACCCTCCTGACATGAAAGGACCAAAGTAT 768 
pkr_flf         AAGGCAAAAAGATCTTTGGCACCTAGATTTGACCCTCCGGACATGAAAGAAACAAAGTAT 768 
pkr_col         AAGGCAAAAAGATCTTTGGCACCTAGATTTGACCCTCCTGACATGAAACAAACAAAGTAT 768 
pkr_woo         AAGGTAAAAAGGTATTTGGCTCCTAGATTTGACCCTCCTGACATGAAAGGAACAAAGTAT 774 
pkr_spi         AAGGTAAAAAGGCATTTGGCTCCTAGATTTGACCCTCCTGATATGAAAGGAACAAAGTAT 774 
pkr_tit         AAGGTAAAAAGATATTTGGCACCTAGATTTGACCCTCCTGACATGAAAGGAACAAAGTAT 771 
pkr_owl         AAGGTAAAAATATGTTTGGCACCTAGATTTGACCCTCCTGACATGAAAGGAATAAAGTAT 777 
pkr_tam         AAGGTAAAAAGACCTTTGGCACCTAGATTTGACCTTCCTGACATGAAAGGAACAAAGTAT 774 
pkr_mar         AAGGTAAAAAGACATTTGGCACCTACATTTGACCCTCCTGACATGAAAGGAATGAAGTAT 774 
                **** *****    ****** ** * ******** *** **  *****  *   ****** 
 
pkr_hum         ACTGTGGACAAGAGGTTTGGCATGGATTTTAAAGAAATAGAATTAATTGGCTCAGGTGGA 831 
pkr_chi         ACTGTGGACAAGAGGTTTGGCATGGATTTTAAAGAAATAGAATTAATTGGCTCAGGTGGA 831 
pkr_bon         ACTGTGGACAAGAGGTTTGGCATGGATTTTAAAGAAATAGAATTAATTGGCTCAGGTGGA 831 
pkr_gor         ACTGTGGACAAGAGGTTTGGCATGGATTTTAAAGAAATAGAATTAATTGGCTCAGGTGGA 831 
pkr_ora         ACTGTGGACAAGAGGTTTGGCATGGATTTTATAGAAATAGAATTAATTGGCTCGGGTGGA 831 
pkr_agi         ACTATGGACAAGAGGTTTGGCATGGATTTTAAAGAAATAGAATTAATTGGCTCGGGTGGA 831 
pkr_wcg         ACTGTGGACAAGAGGTTTGGCATGGATTTTAAAGAAATAGAATTAATTGGCTCGGGTGGA 831 
pkr_isi         ACTATGGACAAGAGGTTTGGCATGGATTTTAAAGAAATAGAATTAATTGGCTCGGGTGGA 831 
pkr_smg         ACTGAGGATGCAAGGTTTAGCACGGATTTTAAAGAAATAGAATTCATTAGCGTGGGTGGA 828 
pkr_rhe         ACTGAGGATGCAAGGTTTAGCACGGATTTTAAAGAAATAGAATTCATTAGCGTGGGTGGA 828 
pkr_tal         ACTGAGGATGCAAGGTTTGGCACAGATTTTGAAGAAATAGAATTCATTAGCGTGGGTGGA 828 
pkr_pat         ACTGAGGATGCAAGGTTTGGCACAGATTTTGAAGAAATAGAATTCATTAGCGTGGGTGGA 828 
pkr_agm         ACTGAGGATGCAAGGTTTGGCACAGATTTTGAAGAAATAAAATTCATTAGCGTGGGTGGA 828 
pkr_flf         ACTGCGGATGCGAGGTTTGGCACAGATTTTAAAGAAATAGAATTCATTAGCTCGGGTGGA 828 
pkr_col         ACTGCGGATGCAAGGTTTGGCATGGATTTTAAAGAAATAGAATTCATTAGCTTGGGTGGA 828 
pkr_woo         ACTATGGACATCAGGTTTGGCATGGATTTTAAAGAAATAGAATTAATTGGCTCAGGTGGA 834 
pkr_spi         ACTATGGACATCAGGTTTGGCATGGATTTTAAAGAAATAGAATTAATTGGCTCAGGTGGA 834 
pkr_tit         ACTATGGACATCAGGTTTGGCGTGGATTTTAAAGAAATAAAATTAATTGGCTCAGGTGGA 831 
pkr_owl         ACTATGGACGTCAGGTTTGCCATGGATTTTGAAGAAATAGAATTAATTGGCTCAGGTGCA 837 
pkr_tam         ACTGTGGATATCAGGCTTGGCATGGATTTTAAAGAAATAAAATTAATTGGTTCAGGTGGA 834 
pkr_mar         ACTGTGGATATCAGGCTTGCCCAGGATTTTAAAGAAATAAAATTAATTGGCTCAGGTGGA 834 
                ***  ***    *** **  *   ******  ******* **** *** *    **** * 
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pkr_hum         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 891 
pkr_chi         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 891 
pkr_bon         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 891 
pkr_gor         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 891 
pkr_ora         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 891 
pkr_agi         TTTGGCCAAGTTTTCAAAGCAGAACACAGAATTGACAGAAAGACTTACGTTATTAAACGT 891 
pkr_wcg         TTTGGCCAAGTTTTCAAAGCAGAACACAGAATTGACAGAAAGACTTACGTTATTAAACGT 891 
pkr_isi         TTTGGCCAAGTTTTCAAAGCAGAACACAGAATTGACAGAAAGACTTACGTTATTAAACGT 891 
pkr_smg         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 888 
pkr_rhe         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 888 
pkr_tal         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 888 
pkr_pat         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 888 
pkr_agm         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 888 
pkr_flf         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATCGACGGAAAGACTTACGTTATTAAACGT 888 
pkr_col         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 888 
pkr_woo         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTATGTTATTAAACGT 894 
pkr_spi         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTATGTTATTAAACGT 894 
pkr_tit         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGAAAAGACTTACGTTATTAAACGT 891 
pkr_owl         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACAGAAAGACTTACGTTATTAAACGT 897 
pkr_tam         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGACGGAAAGACTTACGTTATTAAACGT 894 
pkr_mar         TTTGGCCAAGTTTTCAAAGCAAAACACAGAATTGATGAAAAGACTTACGTTATTAAACGT 894 
                ********************* ********** **   ********* ************ 
 
pkr_hum         GTTAAATATAATAACGAGAAGGCGGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCAT 951 
pkr_chi         GTTAAATATAATAACGAGAAGGCGGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCAT 951 
pkr_bon         GTTAAATATAATAACGAGAAGGCGGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCAT 951 
pkr_gor         GTTAAATATAATAACGAGAAGGCGGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCAT 951 
pkr_ora         GTTAAATATAATAACGAGAAGGCGGAACGTGAAGTAAAAGCATTGGCAAAACTTAATCAT 951 
pkr_agi         GTTAAATATAATAGCGAGAGGGTGGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCAT 951 
pkr_wcg         GTTAAATATAATAGCGAGAAGGTGGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCAT 951 
pkr_isi         GTTAAATATAATAGCGAGAAGGTGGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCAT 951 
pkr_smg         GTTAAATATAATAGCAAGAAGGCAGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCAT 948 
pkr_rhe         GTTAAATATAATAGCAAGAAGGCAGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCAT 948 
pkr_tal         GTTAAATATAATAGCAAGAAGGCAGAGCGTGAAGTAAAAGCATTGGCAGAACTTGATCAT 948 
pkr_pat         GTTAAATATAATAGCAAGAAGGCAGAGCGTGAAGTAAAAGCATTGGCAGAACTTGATCAT 948 
pkr_agm         GTTAAATATAATAGCAAGAAGGCAGAGCGTGAAGTAAAAGCATTGGCAGAACTTGATCAT 948 
pkr_flf         GTTAAATATAATGGCGAGAAGGCAGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCAT 948 
pkr_col         GTTAAATATAATGGCGAGAAGGCAGAGCGTGAAGTAAAAGCATTGGCAAAACTTGATCAT 948 
pkr_woo         GTTAAATATAATAGCGACAAGGCAGAGCGTGAAGTAAAAGCATTGGCAGAACTTGATCAT 954 
pkr_spi         GTTAAATATAATAGCGACAAGGCAGAGCGTGAAGTAAAAGCATTGGCAGAACTTGATCAT 954 
pkr_tit         GTTAAATATAATAGCGACAAGGCAGAGCGTGAAGTAAAAGCATTGGCAGAACTTGATCAT 951 
pkr_owl         GTTAAATATAATAGCAACAAGGTGGAGCGTGAAGTTAAAGCATTGGCAGAACTTGATCAT 957 
pkr_tam         GTTAAATATAATAGCGACAAGGCAGAGCGTGAAGTAAAAGCATTGGCAGAACTTGATCAT 954 
pkr_mar         GTTAAATATAATAGCGACAAGGCAGAGCGTGAAGTAAAAGCATTGGCAGAACTTGATCAT 954 
                ************  * * * **  ** ******** ************ ***** ***** 
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pkr_hum         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGATTTGATTATGATCCTGAGACCAGT 1011 
pkr_chi         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGATTTGATTATGATCCTGAGACCAGT 1011 
pkr_bon         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGATTTGATTATGATCCTGAGACCAGT 1011 
pkr_gor         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGAGTTGATTATGATCCTGAGACCAGT 1011 
pkr_ora         GTAAATATTGTTCGCTACAATGGCTGTTGGGATGGAATTGATTATGATCCTGAGACCAGT 1011 
pkr_agi         GTAAATATTGTTAAGTACAATGGCTGTTGGGATGGATTTGATTATGATCCTGAGACCAGT 1011 
pkr_wcg         GTAAATATTGTTAAGTACAATGGCTGTTGGGATGGATTTGATTATGATCCTGAGACCAGT 1011 
pkr_isi         GTAAATATTGTTAAGTACAATGGCTGTTGGGATGGATTTGATTATGATCCTGAGACCAGT 1011 
pkr_smg         GTAAATATTGTTCACTACCATGGCTGTTGGGATGGACTTGATTATGATCCTGAGATCAGT 1008 
pkr_rhe         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGACTTGATTATGATCCTGAGATCAGT 1008 
pkr_tal         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGACTTGATTATGATCCTGAGATCAGT 1008 
pkr_pat         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGACTTGATTATGATCCTGAGATCAGC 1008 
pkr_agm         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGACTTGATTATGATCCTGAGATCAGT 1008 
pkr_flf         GTAAATATTGTTCACTACAATGGCTGTTGGGGTGGACTTGATTATGATCCTGACATCAGT 1008 
pkr_col         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGACTTGATTATGATCCTGACATCAGT 1008 
pkr_woo         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGATTTGATTATGATCCTGAGAGTGAT 1014 
pkr_spi         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGATTTGATTATGATCCTGAGAGTGAT 1014 
pkr_tit         GTAAATATTGTTCACTACAATGGCTGTTGGGATGGAATTGATTATGATCCTGAGAGCAGT 1011 
pkr_owl         GTAAATATTGTTCACTACAAAGGCTGTTGGGATGGATTTGATTATGATCCTGAGAACAGT 1017 
pkr_tam         GTAAATATCGTTCACTACAATGGCTGTTGGGATGGATTTGATTATGATCCTGAGAGCGGT 1014 
pkr_mar         GTAAATATTGTTCACTACAACGGCTGTTGGGATGGATTTGATTATGATCCTGAGAGCAGT 1014 
                ******** ***   *** * ********** **** **************** *      
 
pkr_hum         GATGATTCTCTTGAGAGCAGTGATTATGATCCTGAGAACAGCAAAAATAGTTCAAGG--- 1067 
pkr_chi         GATGATGATCTTGAGAGCAGTGATTATGATCCTGAGAACAGCAAAAATAGTTCAAGG--- 1067 
pkr_bon         GATGATGATCTTGAGAGCAGTGATTATGATCCTGAGAACAGCAAAAATAGTTCAAGG--- 1067 
pkr_gor         GATGATTATCTTGAGAGCAGTGATTATGATCCTGAGAACAGCAAAAATAGTTCAAGG--- 1067 
pkr_ora         GCTTATGATCCTGAGAGCAGTGATTATGATCCTGAGAACAGCAAAAATAGTTCAAGG--- 1067 
pkr_agi         TCTTATGATCCTGAGAGCAGTGATTATGATCCTGAGAACAGCAAAAATAGTTCAAGG--- 1067 
pkr_wcg         TCTTATGATCCTGAGAGTGATGATTATGATCCTGAGAACAGCAAAAATAGTTCAAGG--- 1067 
pkr_isi         TCTTATGATCCTGAGAGCGATGATTATGATCCTGAGAACAGCAAAAATAGTTCAAGG--- 1067 
pkr_smg         GCTTATGATCCTGAGAGCTCTGATTTGGATCCTGAGAGCCAAAAAAATAGTTTAAGGAAT 1068 
pkr_rhe         GCTTATGAGCCTGAGAGCACTGATTTTGATCCTGAGAACCAAAAAAATAGTTTAAGGAAT 1068 
pkr_tal         GCTTATGATCCTGAGAGCCCTGATTTTGATCCTGAGAACAAAAAAAATAGTTTAAGA--- 1064 
pkr_pat         GCTTATGATCCTGAGAGCCCTGATTTTGATCCTGAGAACAAAAAAAATAGTTTAAGA--- 1064 
pkr_agm         GCTTATGATCCTGAGAGCCCTGATTTTGATCCTGAGAACAAAAAAAATAGTTTAAGA--- 1064 
pkr_flf         GCTTATGATGCTGAGAGCCCTGATTATGATCCTGAGAACATCAAAAATAGTTCAAGA--- 1064 
pkr_col         GCTTATGATCCTGAGAGCCCTGATTATGATCCTGAGAACAGCAAAAATAGTTCAAGA--- 1064 
pkr_woo         GATTATGATCCTGAGAGCAGTGATTATGATCCTGAGAACAGCAAAAATAATTCAAGA--- 1070 
pkr_spi         GATTATGATCCTGAGAGCAGTGATTATGATCCTGAGAACAGCAAAAATAATTCAAGA--- 1070 
pkr_tit         GATTATGATCCTGAGAGCAGTGATTATGATCCTGAGAACAGCAAAAATAATTCAAGA--- 1067 
pkr_owl         AATTATGATCCTGAGAGCAATGATTATGATCCTGAGAACAGCAAAAATAATTCAAGA--- 1073 
pkr_tam         GATTATGATCCTGAGAGCAGTGATTATGATCCTGAGAACAGCAAAAATAATTCAAGA--- 1070 
pkr_mar         GATTATGATCCTGAGAGCGGTGATTATGATCCTGAGAACAGCAAAAATAATTCAAGA--- 1070 
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pkr_hum         ------------TCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1116 
pkr_chi         ------------TCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1116 
pkr_bon         ------------TCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1116 
pkr_gor         ------------TCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1116 
pkr_ora         ------------TCAAGGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1116 
pkr_agi         ------------TCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1116 
pkr_wcg         ------------TCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1116 
pkr_isi         ------------TCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1116 
pkr_smg         TTTATACCCAGATCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGAAGAAGGG 1128 
pkr_rhe         TTTATACCCAGATCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGAAGACGGG 1128 
pkr_tal         ------------TCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGAAAAAGGG 1113 
pkr_pat         ------------TCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGAAAAAGGG 1113 
pkr_agm         ------------TCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGAAAAAGGG 1113 
pkr_flf         ------------TTAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGAAAAAGGG 1113 
pkr_col         ------------TCAAAGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGAAAAAGGG 1113 
pkr_woo         ------------TCAACGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1119 
pkr_spi         ------------TCAACGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1119 
pkr_tit         ------------TCAACGGCTAATTGCCTTTTCATCCAAATGGAATACTGTGACAAAGGG 1116 
pkr_owl         ------------TCAACGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1122 
pkr_tam         ------------TCAACGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1119 
pkr_mar         ------------TCAACGACTAAGTGCCTTTTCATCCAAATGGAATTCTGTGATAAAGGG 1119 
                            * ** * **** ********************** ******  * *** 
 
pkr_hum         ACCTTGGAACAATGGATTGAAAAAAGAAGAGGCGAGAAACTAGACAAAGTTTTGGCTTTG 1176 
pkr_chi         ACATTGGAGCAATGGATTGAAGATAGAAGAGGCAAGAAACTAGACAAAGTTTTGGCTTTG 1176 
pkr_bon         ACATTGGAGCAATGGATTGAAGATAGAAGAGGCAAGAAACTAGACAAAGTTTTGGCTTTG 1176 
pkr_gor         ACATTGGAGCAATGGATTGAAAATAGAAGAGGCGAGAAACTAGACAAAGTTTTGGCTTTG 1176 
pkr_ora         ACATTGGAGCAATGGATTGATAATACAAGAGGCAAGAAACTAGACAAAGTTTTGGCTTTG 1176 
pkr_agi         ACATTGGAGCAATGGATTGACAATAGAAGAGGCAAGAATCTAGACAAAGTTTTGGCTTTG 1176 
pkr_wcg         ACATTGGAGCAATGGATTGACAATAGAAGAGGCAAGAAACTAGACAAAGTTTTGGCTTTG 1176 
pkr_isi         ACATTGGAGCAATGGATTGACAATAGAAGAGGCAAGAAACTAGACAAAGTTTTGGCTTTG 1176 
pkr_smg         ACATTGGAGAAATGGCTTGAAGATAGAAGAGGCAAGAAACTAGACAAAGTTTTGGCTTTG 1188 
pkr_rhe         ACATTGGAGGACTGGCTTGATCGTAGAAAAGGCAAGGAACTAGACAAAGTTTTGGCTTTG 1188 
pkr_tal         ACATTGGAGGAATGGATTGAAGATAGAAAAGGCAAGAAACTAGACAAAGTTTTGGCTTTG 1173 
pkr_pat         ACATTGGAGGAATGGATTGAAGATAGAAAAGGCAAGAAACTAGACAAAGTTTTGGCTTTG 1173 
pkr_agm         ACATTGGAGGAATGGATTGAAGATAGAAAAGGCAAGAAACTAGACAAAGTTTTGGCTTTG 1173 
pkr_flf         ACATTGGAGCAATGGATTGAAAATAGAAGAGGCGAGAAACTAGACAAAGTTTTGGCTTTG 1173 
pkr_col         ACATTGGAGGAATGGATTGAAGATAGAAGAGGCAAGAAACTAGACAAAGTTTTGGCTTTG 1173 
pkr_woo         ACATTGGAGCAATGGATTGAAGACAGAAGAGGCAAGAAACTAGACAAAGCTTTGTCTTTG 1179 
pkr_spi         ACATTGGAGCAATGGATTGAAGACAGAAGAGGCAAGAAACTAGACAAAATTTTGTCTTTG 1179 
pkr_tit         ACATTGGAGCAATGGATTGAAGACAGAAGAGGCAAGAAACTAGACAAAGTTTTGTCTCTG 1176 
pkr_owl         ACATTGGAGCAATGGATTGACGACAGAAGAGGCAAGGAACTAGACAAAGTTTTGTCTTTG 1182 
pkr_tam         ACATTGGAGCAATGGATTGAAGACAGAAGAGGCAAGAAACTAGACAAAGTTTTGTCTTTG 1179 
pkr_mar         ACACTGGAGCAATGGATTGAAGACAGAAGAGGCAAGAAACTAGACAAAGTTTTGTCTTTG 1179 
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pkr_hum         GAACTCTTTGAACAAATAACAAAAGGGGTGGATTATATACATTCAAAAAAATTAATTCAT 1236 
pkr_chi         GAACTCTTTGAACAAATAACAAAAGGGGTGGATTATATACATTCAAAAAAATTAATTCAT 1236 
pkr_bon         GAACTCTTTGAACAAATAACAAAAGGGGTGGATTATATACATTCAAAAAAATTAATTCAT 1236 
pkr_gor         GAACTCTTTGAACAAATAACAAAAGGGGTGGATTATATACATTCAAAAAAATTAATTCAT 1236 
pkr_ora         GAACTCTTTGAACAAATAACAAAAGGGGTGGATTATATACATTCAAAAAAATTAATTCAC 1236 
pkr_agi         GAATTCTTTGAACAAATAACAAAAGGAGTGGATTATATACATTCAAAAAAATTAATTCAT 1236 
pkr_wcg         GAATTCTTTGAACAAATAACAAAAGGGGTGGATTATATACATTCAAAAAAATTAATTCAT 1236 
pkr_isi         GAATTCTTTGAACAAATAACAAAAGGGGTGGATTATATACATTCAAAAAAATTAATTCAT 1236 
pkr_smg         GAACTCTTTGAACAAATAACAAAAGGGTTGGATTATATACATTCAAAAAATATAATTCAT 1248 
pkr_rhe         GAACTCTTTGAACAAATAACAAAAGGGTTGGATTATATACATTCAAAAAATATAATTCAT 1248 
pkr_tal         GAACTCTTTGAACAAATAACAAAAGGATTGGATTATATACATTCAAAAAATATAATTCAT 1233 
pkr_pat         GAACTCTTTGAACAAATAACAAAAGGGTTGGATTATATACATTCAAAAAATATAATTCAT 1233 
pkr_agm         GAACTCTTTGAACAAATAACAAAAGGGTTGGATTATATACATTCAAAAAATATAATTCAT 1233 
pkr_flf         GAACTCTTTGAACAAATAACAAAAGGGGTCGATTATATACATTCAAAAAATATAATTCAT 1233 
pkr_col         GAACTCTTTGAACAAATAACAAAAGGGGTGGATTATATACATTCAAAAAATATAATTCAT 1233 
pkr_woo         GAATTCTTTGAACAAATAACAACAGGGGTAGATTATATACATTCAAAAAATTTAATTCAT 1239 
pkr_spi         GAATTCTTTGAACAAATAACAACAGGGGTAGATTATATACATTCAAAAAATTTAATTCAT 1239 
pkr_tit         GAATTCTTTGAACAAATAACAACAGGGGTAGATTATATACATTCAAAAAATTTAATTCAT 1236 
pkr_owl         GAATTCTTTGAACAAATAACAACAGGGGTAGATTATATACATTCAAAAAATTTAATTCAT 1242 
pkr_tam         GAATTCTTTGAACAAATAACAACAGGGGTAGATTATATACATTCAAAAAATTTAATTCAT 1239 
pkr_mar         GAATTCTTTGAACAAATAACAACAGGGGTAGATTATATACATTCAAAAAATTTAATTCAT 1239 
                *** ****************** ***  * ********************  *******  
 
pkr_hum         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAGTAAAGATTGGAGAC 1296 
pkr_chi         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAGTAAAGATTGGAGAC 1296 
pkr_bon         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAGTAAAGATTGGAGAC 1296 
pkr_gor         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAGTAAAGATTGGAGAC 1296 
pkr_ora         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAGTAAAGATTGGAGAC 1296 
pkr_agi         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAGTAAAGATTGGAGAC 1296 
pkr_wcg         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1296 
pkr_isi         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1296 
pkr_smg         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAACCAAATAAAGATTGGAGAC 1308 
pkr_rhe         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1308 
pkr_tal         AGAGATCTTAAGCCGAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1293 
pkr_pat         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1293 
pkr_agm         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1293 
pkr_flf         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1293 
pkr_col         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1293 
pkr_woo         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1299 
pkr_spi         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1299 
pkr_tit         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1296 
pkr_owl         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATATAAAACAAATAAAGATTGGAGAC 1302 
pkr_tam         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1299 
pkr_mar         AGAGATCTTAAGCCAAGTAATATATTCTTAGTAGATACAAAACAAATAAAGATTGGAGAC 1299 
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pkr_hum         TTTGGACTTGTAACATCTCTGAAAAATGATGGAAAGCGAACAAGGAGTAAGGGAACTTTG 1356 
pkr_chi         TTTGGACTTGTAACATCTCTGAAAAATGATGGAAAGCGAACAAGGAGTAAGGGAACTTTG 1356 
pkr_bon         TTTGGACTTGTAACATCTCTGAAAAATGATGGAAAGCGAACAAGGAGTAAGGGAACTTTG 1356 
pkr_gor         TTTGGACTTGTAACATCTCTGAAAAATGATGGAAAGCGAACAAGGAGTAAGGGAACTTTG 1356 
pkr_ora         TTTGGACTTGTAACATCTCTGACAAATGATGTAAAGCGAACAAGGAATACGGGAACTTTG 1356 
pkr_agi         TTTGGACTTGTAACATCTCTGAAAAATGATGGAAAGCGATCAAGGAATACAGGAACTTTG 1356 
pkr_wcg         TTTGGACTTGTAACATCTCTGAAAAATGATGGAAAGCGATCAAGGAGTACAGGAACTTTG 1356 
pkr_isi         TTTGGACTTGTAACATCTCTGAAAACTGATGGAAAGCGATCAAGGAATACAGGAACTTTG 1356 
pkr_smg         TTTGGACTTGCAACATCTCTGAAAAATGATGTAAAGCGAACAAGGAATACGGGAACTTTG 1368 
pkr_rhe         TTCGGACTTGCAACATCTCTGAAAAATGATGTAAAGCGAACAAGCAATACGGGAACTTTG 1368 
pkr_tal         TTTGGACTTGCAACATCTCTGAAAAATGATGGAAAGCGAACAAGGAATACGGGAACTTTG 1353 
pkr_pat         TTTGGACTTGCAACATCTCTGAAAAATGATGGAAAGCGAACAAGGAATACGGGAACTTTG 1353 
pkr_agm         TTTGGACTTGCAACATCTCTGAAAAATGATGGAAAGCGAACAAGGAATACGGGAACTTTG 1353 
pkr_flf         TTTGGACTTGCAACATCTCTGAAAAATGATGGGAAGCGAACAAGGAATACGGGAACTTTG 1353 
pkr_col         TTTGGACTTGCAACATCTCTGAAAAATGATGGAAAGCGAACAAGGAGTACGGGAACTTTG 1353 
pkr_woo         TTTGGACTTGTAACATCCCTGAAAAATGATGAAAAGCGAACAAGGAATACAGGAACTCTG 1359 
pkr_spi         TTTGGACTCGTAACATCCCTGAAAAATGATGAAAAGCGAACAAGGAATACAGGAACTCTG 1359 
pkr_tit         TTTGGACTTGTAACATCCCTGGAAAATGATGAAAAGCGAACAAGGAATGCAGGAACTCTG 1356 
pkr_owl         TTTGGACTTGTAACATCCCTGAAAAATGATGAAAAGCGAACAAGGAATACGGGAACTCCA 1362 
pkr_tam         TTTGGACTTGTAACATCCTTGAAAAATGATGAAAAGCGAACAAGGAATACAGGAACTCTG 1359 
pkr_mar         TTTGGACTTGTAACATCCTTGAAAAACGATGAAAAGCGAACAAGGAATACAGGAACTCTG 1359 
                ** ***** * ******  **  **  ****  ****** **** * *   ******    
 
pkr_hum         CGATACATGAGCCCAGAACAGATTTCTTCGCAAGACTATGGAAAGGAAGTGGACCTCTAC 1416 
pkr_chi         CGATACATGAGCCCAGAACAGATTTCTTCGCAAGACTATGGAAAGGAAGTGGACCTCTAC 1416 
pkr_bon         CGATACATGAGCCCAGAACAGATTTCTTCGCAAGACTATGGAAAGGAAGTGGACCTCTAC 1416 
pkr_gor         CGATACATGAGCCCAGAACAGATTTCTTCGCAAGACTATGGAAAGGAAGTGGACCTCTAT 1416 
pkr_ora         CGATACATGAGCCCAGAACAGATTTCTTTGCAAGACTATGGAAAGGAAGTGGACCTCTAT 1416 
pkr_agi         CGATACATGAGCCCAGAACAGATTTCTTTGCAAGACTATGGAAAGGAAGTGGACCTCTAC 1416 
pkr_wcg         CGATACATGAGCCCAGAACAGATTTCTTTGCAAGACTATGGAAAGGAAGTGGACCTCTAC 1416 
pkr_isi         CGATACATGAGCCCAGAACAGATTTCTTTGCAAGACTATGGAAAGGAAGTGGACCTCTAC 1416 
pkr_smg         CGATACATGAGCCCAGAACAGATTTCTTCACAAGACTATGGAAAGGAAGTGGACCTCTAC 1428 
pkr_rhe         CGATACATGAGCCCAGAACAGATTTCTTCGCAAGACTATGGAAAGGAAGTGGACCTCTAC 1428 
pkr_tal         CGATACATGAGCCCAGAACAGATTTCTTTGCAAGACTATGGAAAGGAAGTAGACCTCTAC 1413 
pkr_pat         CGATACATGAGCCCAGAACAGATTTCTTTGCAAGACTATGGAAAGGAAGTGGACCTCTAC 1413 
pkr_agm         CGATACATGAGCCCAGAACAGATTTCTTTGCAAGACTATGGAAAGGAAGTGGACCTCTAC 1413 
pkr_flf         CGATACATGAGCCCAGAACAGATTTCTTCACAAGACTATGGAAAGGAAGTGGACCTCTAC 1413 
pkr_col         CGATACATGAGCCCAGAACAGATTTCTTCGCAAGACTATGGAAAGGAAGTGGACCTCTAC 1413 
pkr_woo         CGATACATGAGCCCAGAACAGATTTCTTCACAAGAATATGGAAAGGAAGTAGACCTCTAC 1419 
pkr_spi         CGATACATGAGCCCAGAACAGATTTCTTCACAAGAATATGGAAAGGAAGTAGACCTCTAC 1419 
pkr_tit         CGATACATGAGCCCAGAACAGATTTCTTCACAAGAATATGGAAAGGAAGTGGACCTCTAC 1416 
pkr_owl         CGATACATGAGCCCAGAACAGAATTCTTCAGAAGAATATGGAAAGGAAGTGGACCTCTAC 1422 
pkr_tam         CGATACATGAGCCCAGAACAGATTTCTTCACAAGAATATGGAAAGGAAGTGGACCTCTAT 1419 
pkr_mar         CGATACATGAGCCCAGAACAGATTTCTTCACAAGAATATGGAAAGGAAGTGGACCTCTAT 1419 
                ********************** *****   **** ************** ********  
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pkr_hum         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGACACTGCTTTTGAAACATCA 1476 
pkr_chi         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGACACTGCTTTTGAAACATCA 1476 
pkr_bon         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGACACTGCTTTTGAAACATCA 1476 
pkr_gor         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGACACTGCTTTTGAAACATCA 1476 
pkr_ora         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGATACTGCTTCTGAAACAGCA 1476 
pkr_agi         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCACGTATGTGACACTGCTTCTGAAACAGCA 1476 
pkr_wcg         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGACACTGCTTATGAAACAGCA 1476 
pkr_isi         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGACACTGCTTATGAAACAGCA 1476 
pkr_smg         GCTTTGGGGCTAATTCTTGCTGAACTTCTTTATGTATGTGACACTGCTTCCGAAACATCA 1488 
pkr_rhe         GCTTTGGGGCTAATTCTTGCTGAACTTCTTTATGTATGTGACACTGCTTCCGAAACATTA 1488 
pkr_tal         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGACACTGCTTCCGAAACATCA 1473 
pkr_pat         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGACACTGCTTCCGAAACATCA 1473 
pkr_agm         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGACACTGCTTCCGAAACATCA 1473 
pkr_flf         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGACACTGCTTTCGAAACATCA 1473 
pkr_col         GCTTTGGGGCTAATTCTTGCTGAACTTCTTCATGTATGTGACACTGCTTTCGAAACATCA 1473 
pkr_woo         GCTTTGGGGCTAATTTTTGCCGAACTTCTTCATGTATGTGACACTGCTTTGGAAACATCA 1479 
pkr_spi         GCTTTGGGGCTAATTTTTGCTGAACTTCTTCATGTATGTGACACTGCTTTGGAAACATCA 1479 
pkr_tit         GCTTTGGGGCTAATTTTTGCCGAACTTCTTCATGTATGTGACACTGCTTCGGAAACATCA 1476 
pkr_owl         GCTTTGGGGCTAATTTTTGCTGAACTTCTTCATGTATGTAACACTGCTTTGGAAACATCA 1482 
pkr_tam         GCTTTGGGGCTAATTTTTGCTGAACTTCTTCATGTATGTGACACTGCTTTGGAAACATCA 1479 
pkr_mar         GCTTTGGGGCTAATTTTTGCTGAACTTCTTCATGTATGTGACACTGCTTTGGAAACATCA 1479 
                *************** **** ********* * ****** * *******  ******  * 
 
pkr_hum         AAGTTTTTCACAGACCTACGGGATGGCATCATCTCAGATATA---TTTGATAAAAAAGAA 1533 
pkr_chi         AAGTTTTTCACAGACCTACGGGATGGCATCATCTCAGATATATTATTTGATAAAAAAGAA 1536 
pkr_bon         AAGTTTTTCACAGACCTACGGGATGGCATCATCTCAGATATATTATTTGATAAAAAAGAA 1536 
pkr_gor         AAGTTTTTCACAGACCTACGGGATGGCATCATCTCAGATATA---TTTGATAAAAAAGAA 1533 
pkr_ora         AAGTTTTTCAAAGACCTACGGGATGGCATCATCTCAGATATA---TTTGATAAAAAAGAA 1533 
pkr_agi         AAGTTTTTCACAGACCTACGGGATGGCATCATCTCAGATGTA---TTTGATAAAAAAGAA 1533 
pkr_wcg         AAGTTTTTCACAGACCTACGGGATGGCATCATCTCAGATGTA---TTTGATAAAAAAGAA 1533 
pkr_isi         AAGTTTTTCACAGACCTACGGGATGGCATCATCTCAGATGTA---TTTGATAAAAAAGAA 1533 
pkr_smg         AAGCTTTTTCAAGACCTACGAGGTGGCATCATCTCAGATGTG---TTTGATAAAAGAGAA 1545 
pkr_rhe         CAGCTTTTTCGAGACCTACGGGGTGGCACCATCTCAGATGTG---TATGATAAAAGAGAA 1545 
pkr_tal         AAGTTTTTCAAAGACCTACGGGATGGCACCATCTCAGATGTG---TTTGATAAAAGAGAA 1530 
pkr_pat         AAGTTTTTCAAAGACCTACGGGATGGCACCATCTCAGATGTG---TTTGATAAAAGAGAA 1530 
pkr_agm         AAGTTTTTCAAAGACCTACGGGATGGCACCATCTCAGATGTG---TTTGATAAAAGAGAA 1530 
pkr_flf         GAGTTTTTCAAAGACCTACGGGATGGCGTCATCTCAGATGTG---TTTGATAAAAGAGAA 1530 
pkr_col         GAGTTTTTCAAAGACCTACGGGATGGCGTCATCTCAGATGTG---TTTGATAAAAGAGAA 1530 
pkr_woo         AAGTTTTTCAGAGACCTACGGGATGGCATCATCTCAGATATG---TTTGATAAACGAGAA 1536 
pkr_spi         AAGTTTTTCACAGACCTACGGGATGGCATCATCTCAGATATG---TTTGATAAACGAGAA 1536 
pkr_tit         AAGTTTTTCAGAGACCTACGGAATGGCATCATCTCAGATATG---TTTGATAAACAAGAA 1533 
pkr_owl         AAGTTTTTCGGAGACCTACGGAATGGTATCACCTCAGATATG---TTTGATAAACGAGAA 1539 
pkr_tam         AAGTTTTTCACAGACCTACGGGATGGCATCATCTCAAATATG---TTTGATAAACGAGAA 1536 
pkr_mar         AAGTTTTTCACAGACCTACGGGATGGCGTCATCTCAGATACG---TTTGACAAACGAGAA 1536 
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pkr_hum         AAAACTCTTCTACAGAAATTACTCTCAAAGAAACCTGAGGATCGACCTAACACATCTGAA 1593 
pkr_chi         AAAACTCTTCTACAGAAATTACTCTCAAAGAAACCTGAGGATCGACCTAACACATCTGAA 1596 
pkr_bon         AAAACTCTTCTACAGAAATTACTCTCAAAGAAACCTGAGGATCGACCTAACACATCTGAA 1596 
pkr_gor         AAAACCCTTCTACAGAAATTACTGTCAAAGAAACCTGAGGATCGACCTAACACATCTGAA 1593 
pkr_ora         AAAACTCTTCTACAGAAATTACTCTCAAAGAAACCTGAGGACCGACCTAACACATCTGAA 1593 
pkr_agi         AAAACTCTTCTACAGAAATTACTCTCAAAGAAACCTGAGGACCGACCTAACACATCTGAA 1593 
pkr_wcg         AAAACTCTTCTACAGAAATTACTCTCAAAGAAACCTGAGGACCGACCTAACACATCTGAA 1593 
pkr_isi         AAAACTCTTCTGCAGAAATTACTCTCAAAGAAACCTGAGGACCGACCTAACACATCTGAA 1593 
pkr_smg         AAATCTCTTCTAGAGAAATTACTCTCAAAGAGACCTGAGGACCGACCTAACACATCTGAA 1605 
pkr_rhe         AAAACTCTTCTAAAGAAATTACTCTCAAAGAAACCTGAGGACCGACCTAACACATCTGAA 1605 
pkr_tal         AAAACTCTTCTAGAGAAATTACTCTCAAAGAAACCTGAGGACCGACCTAACACATCTGAA 1590 
pkr_pat         AAAACTCTTCTAGAGAAATTACTCTCAAAGAAACCTGAGGACCGACCTAACACATCTGAA 1590 
pkr_agm         AAAACTCTTCTAGAGAAATTACTCTCAAAGAAACCTGAGGACCGACCTAACACATCTGAA 1590 
pkr_flf         AAAACTCTTCTAGAGAAATTACTCTCAAAGAAACCTGAGGACCGACCTAACACATCTGAA 1590 
pkr_col         AAAACTCTTCTAGAGAAATTACTCTCAAAGAAACCTGAGGACCGACCTAACACATCTGAA 1590 
pkr_woo         AAAACTCTTCTACGGAAATTACTCTCAAAGAAACCTGAGGACCGCCCTAACACATCTGAA 1596 
pkr_spi         AAAACTCTTCTACGGAGATTACTCTCAAAGAAACCTGAGAACCGCCCTGACACATCTGAA 1596 
pkr_tit         AAAACTCTTCTACGGAAATTACTCTCAAAGAAACCTGGGGAACGCCCTAACACATCTGAA 1593 
pkr_owl         AAAACTCTTCTACGGAAATTACTCTCAGAGAAACCTGAGGACCGACCTAACACATCTGAA 1599 
pkr_tam         AAAACTCTTCTACGGAAATTACTCTCAAAGAAACCTGAGGACCGACCCAACACATCTGAA 1596 
pkr_mar         AAAACTCTTCTACGGAAATTACTCTCAAAGAAACCTGAGGACCGACCTAACACATCTGAA 1596 
                *** * *****   ** ****** *** *** ***** * * ** **  *********** 
 
pkr_hum         ATACTAAGGACCTTGACTGTGTGGAAGAAAAGCCCAGAGAAAAATGAACGACACACATGT 1653 
pkr_chi         ATACTAAGGACCTTGACTGTGTGGAAGAAAAGCCCAGAGAAAAATGAACGACACACATGT 1656 
pkr_bon         ATACTAAGGACCTTGACTGTGTGGAAGAAAAGCCCAGAGAAAAATGAACGACACACATGT 1656 
pkr_gor         ATACTAAGGACCTTGACTGTGTGGAAGAAAAGCCCAGAGAAAAATGAACGACACACATGT 1653 
pkr_ora         ATACTAAGCACCTTGACTGTGTGGAAGAAAAGCCCAGAGAAAAATGAACGACACACATGT 1653 
pkr_agi         ATACTAAGCACCTTGACTGTGTGGAAGAAAAGCCCAGAGAAAAATGAACGACACACACGT 1653 
pkr_wcg         ATACTAAGCACCTTGACTGTGTGGAAGAAAAGCCCAGAGAAAAATGAACGACACACACGT 1653 
pkr_isi         ATACTAAGCACCTTGACTGTGTGGAAGAAAAGCCCAGAGAAAAATGAACGACACACACGT 1653 
pkr_smg         ATACTAAGCACCTTGACTATGTGGAAGAAAAGCCCAGAGAAAAAA---CGACATACATGT 1662 
pkr_rhe         ATACTAAGCACCTTGACTACGTGGAAGAAAAGCCCAGAGAAAAAA---CGACATACATAT 1662 
pkr_tal         ATACTAAGCACCTTGACTACGTGGAAGAAAAGCCCAGAGAAAAAGGAACGACATACATGT 1650 
pkr_pat         ATACTAAGCACCTTGACTACGTGGAAGAAAAGCCCAGAGAAAAAGGAACGACATACATGT 1650 
pkr_agm         ATACTAAGCACCTTGACTACGTGGAAGAAAAGCCCAGAGAAAAAGGAACGACATACATGT 1650 
pkr_flf         ATACTAAGCACCTTGACTACGTGGAAGAAAATCCCAGAGAAAAAGGAACGACATACATGT 1650 
pkr_col         ATACTAAGCACCTTGACTACGTGGAAGAAAAGCCCAGAGAAAAAGGAACGACATACATGT 1650 
pkr_woo         ATACTAAGCACCTTGACTATATGGAAAAAAAACCAAGAGAAAAAGGAACGAAACACGTGT 1656 
pkr_spi         ATACTAAGCACCTTGACTATATGGAAAAAAAACCAAGAGAAAAAGGAACGAAACACATGT 1656 
pkr_tit         ATACTAAGCACCTTGACTATGTGGAAAAAAAACCCAAAGAAAAAGGAACTAAACACATGT 1653 
pkr_owl         ATACTAAGCACCTTGGCTATGTGGAAAAAAAACCCAGAGGAAAAGGAA------------ 1647 
pkr_tam         ATACTAAGCACCTTGGCTATGTGGAAAAAACACCCGGAGAAAAATGAACGAAACACATAT 1656 
pkr_mar         ATACTAAGCACCTTGGCTATGTGGAAAAAACACCCAGAGAAAAATGAACGAAACACATAT 1656 
                ******** ****** **   ***** ***  **   ** ****                
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pkr_hum         TAG 1656 
pkr_chi         TAG 1659 
pkr_bon         TAG 1659 
pkr_gor         TAG 1656 
pkr_ora         TAG 1656 
pkr_agi         TAG 1656 
pkr_wcg         TAG 1656 
pkr_isi         TAG 1656 
pkr_smg         TAG 1665 
pkr_rhe         TAG 1665 
pkr_tal         TAG 1653 
pkr_pat         TAG 1653 
pkr_agm         TAG 1653 
pkr_flf         TAG 1653 
pkr_col         TAG 1653 
pkr_woo         TAG 1659 
pkr_spi         TAG 1659 
pkr_tit         TAG 1656 
pkr_owl         TAG 1650 
pkr_tam         TAG 1659 
pkr_mar         TAG 1659 
                *** 
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Dataset 3: Full PKR amino acid alignment 

 
CLUSTAL 2.0.8 multiple sequence alignment 
 
 
pkr_hum         MAGDLSAGFFMEELNTYRQKQGVVLKYQELPNSGPPHDRRFTFQVIIDGREFPEGEGRSK 60 
pkr_chi         MAGDLSAGFFMEELNTYRQKQGVVLKYQELPNSGPPHDRRFTFRVIIDGREFPEGEGRSK 60 
pkr_bon         MAGDLSAGFFMEELNTYRQKQGVVLKYQELPNSGPPHDRRFTFRVIIDGREFPEGEGRSK 60 
pkr_gor         MAGDLSAGFFMEELNTYRQKQGVVLKYQELPNSGPPHDRRFTFRVIIDEREFPEGEGRSK 60 
pkr_ora         MAGDLSPGFFMEELNTYRQKQGVVLRYQELPNSGPPHDRRFTFRVIIDGREFPEAEGRSK 60 
pkr_agi         MAGDLSAGFFMEELNTYRQKQGVVLRYQELPNSGPPHDRRFTFRVIIDEREFPEAEGRSK 60 
pkr_wcg         MAGDLSAGFFMEELNTYRQKQGVVLRYQELPNSGPPHDRRFTFRVIIDEREFPEAEGRSK 60 
pkr_isi         MAGDLSAGFFMEELNTYRQKQGVVLRYQELPNSGPPHDRRFTFRVIIDEREFPEAEGRSK 60 
pkr_smg         MAGHLSPGFFMEELNKYRQKQGITLSYQELPNTGPPHDRRFTFQVVTDRRKFPEAEGRSK 60 
pkr_rhe         MAGHLVPGFYMEELNKYRQKQGISLSYQELPNTGPPHDRRFTFQVVTDRRTFPEAEGRSK 60 
pkr_tal         MAGDIAPGFYMEELNKYRQKQGITFSYQELPNTGPPHDRRFTFRVVTDRREFPEAEGRSK 60 
pkr_pat         MAGDLAPGFYMEELNKYRQKQGITFSYQELPNTGPPHDRRFTFRVVTDRREFPEAEGRSK 60 
pkr_agm         MAGDLAPGFYMEELNKYRQKQGITFSYQELPNTGPPHDRRFTFRVVTDRREFPEAEGRSK 60 
pkr_flf         MAGDLAPGFFMEQLNKYRQKQGIKLSYQELPNTGPPHDRRFTFRVISDRREFPEAEGRSK 60 
pkr_col         MAGDLAPGFFMEQLNKYRQKQGIKLSYQELPNTGPPHDRRFTFRVISDKRQFPEAEGRSK 60 
pkr_woo         MAGDLSPGFFKEELNKYRQKQGVVLTYIELPNSGPPHDRRFTFQVIIDGREFPEAEGRSK 60 
pkr_spi         MAGDLSAGFFKEELNKYRQKQGVVLRYKELPNSGPPHDRRFTFQVIIDGREFPEAEGRSK 60 
pkr_tit         MAGDLSAGFFMEELNKYRQKQGVVLRYKELPNSGPPHDRRFTFQVIIDGREFPEAEGRSK 60 
pkr_owl         MAGDLSAGFFMEELNKYRQKQGVVLRYEELPNSGPPHDRRFTFQVIIDGREFPEAEGKSK 60 
pkr_tam         MAGGLSPGFFMEELNKYRQKQGVVLRYKELPNSGPPHDRRFTFQVIIDGREFPEAEGRSK 60 
pkr_mar         MAGDLSPGFFMEELNKYRQKQGVVLRYKELPNSGPPHDRRFAFQVIIDGREFPEAEGRSK 60 
                *** : .**: *:**.******: : * ****:********:*:*: * * ***.**:** 
 
pkr_hum         KEAKNAAAKLAVEILNKEKKAVSPLLLTTTNSSEGLSMGNYIGLINRIAQKKRLTVNYEQ 120 
pkr_chi         KEAKNAAAKLAVEILNKEKKAVSPLVLTTTNSSEGLSMGNYIGLINRIAQKKRLTVNYEQ 120 
pkr_bon         KEAKNAAAKLAVEILNKEKKAVSPLVLTTTNSSEGLSMGNYIGLINRIAQKKRLTVNYEQ 120 
pkr_gor         KEAKNAAAKLAVEILNKEKKAVSPLLLTTTNSSEGLSMGNYIGLINRIAQKKRLTVNYEQ 120 
pkr_ora         KEAKNAAAKLAVEILNKEKKAVSPLLLTTTNSSEGLSIGNYIGLINRIAQKKRLTVNYEQ 120 
pkr_agi         KEAKNAAAKLAVEILNKEKKGVSPLVLTTTNSSEGLSIGNYMGLINRIAQKKRLTVNYEQ 120 
pkr_wcg         KEAKNAAAKLAVEILNKEKKGVSPLVLTTTSSSEGLSIGNYMGLINRFAQKKRLTVNYEQ 120 
pkr_isi         KEAKNAAAKLAVEILNKEKKGVSPLVLTTTSSSEGLSIGNYMGLINRFAQKKRLTVNYEQ 120 
pkr_smg         KEAKNAAAKLAVDILNKESEAVSPFSLTTTSSSEGLSIGNYIGVVNRIAQKKRLTVNYEQ 120 
pkr_rhe         KEAKNAAAKLAVDILNKESEAVSPFSLTTTSSSEGLSIGNYIGVVNRIAQKKRLTVNYEQ 120 
pkr_tal         KEAKNAAAKLAVDILNKESKSVSPFSLTTTSSSEGLSIGNYIGVVNRIAQKKRLTVNYEQ 120 
pkr_pat         KEAKNAAAKLAVDILNKESKVVSPFSLTTTSSSEGLSIGNYIGVVNRIAQKKRLTVNYKQ 120 
pkr_agm         KEAKNAAAKLAVDILNKESKVVSPFSLTTTSSSEGLSIGNYIGVVNRIAQKKRLTVNYKQ 120 
pkr_flf         KEAKNAAAKLAVEILNKESKAVSPFSLTTTSSSEGLSIGNYIGVVNRIAQKKRLTVNYEP 120 
pkr_col         KEAKNAAAKLAVEILNKESKAVSPFSLTTTSSSEGLSIGNYIGVVNRIAQKKRLTVNYEP 120 
pkr_woo         KEAKNAAAKVAVEILNKENKAVSPLSLTPTDSSERLSIGNYIGLINRIAQKKRLTVNYEP 120 
pkr_spi         KEATNAAAKVAVEILNRENKAVSPLSLTPTDSSDRLSIGNYIGLINTIAQKKRLTVNYEP 120 
pkr_tit         KEAKNAAAKVAVEILNKENKAVSPLSLTPTDSSEG-SIGNYVGLINRIAQKERVTVNYEQ 119 
pkr_owl         KEAKNAAAKVAVEILNKENKAVSPLSLTPTDSAERSSIGNYIGLINRFAQKNRLTVNYEQ 120 
pkr_tam         KEAKNAAAKVAVEILNKENKAVSPLSLTPTDSSERSSIGNYIGLINRIAQKERLTVNYEQ 120 
pkr_mar         KEAKNAAAKVAVEILNKENKAVSPLSLTPTDSSERSSMGNYIGLINRIAQKERLTVNYEQ 120 
                ***.*****:**:***:*.: ***: **.*.*::  *:***:*::* :***:*:****:  
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pkr_hum         CASGVHGPEGFHYKCKMGQKEYSIGTGSTKQEAKQLAAKLAYLQI-LSEETSVKSDYLSS 179 
pkr_chi         CASGVHGPEGFHYKCKMGQKEYSIGTSSTKQEAKQLAAKLAYLQI-LSEETSVKSDYLSS 179 
pkr_bon         CASGVHGPEGFHYKCKMGQKEYSIGTSSTKQEAKQLAAKLAYLQI-LSEETSVKSDYLSS 179 
pkr_gor         CASGVHGPEGFHYKCKMGQKEYSIGTGSTKQEAKQLAAKLAYLQI-VSEETSVKSDYLSS 179 
pkr_ora         CASGVHGLEGFHYKCKMGQKEYSIGTGSTKQEAKQLAAKFAYLQI-LSEESSVKSDSMSS 179 
pkr_agi         CGWGMHGTKGFHYKCKMGQKEYSIATGSTKQEAKQLAAKLAYVQI-LSEDTSVKSDSMSS 179 
pkr_wcg         CVSGVHGPKGFHYKCKMGQKEYSIGTGSTKQEAKQLAAKLAYVQI-LSEDTSVKSDSMSS 179 
pkr_isi         CGWGVHGPKGFHYKCKMGQKEYSIATGSTKQEAKQLAAKLAYVQI-LSEDTSVKSDSMSS 179 
pkr_smg         CTSGVHGPEGFHYKCKIGDKEYGIGTGSSKQEAKQLAAKLALLEI--SEETSVKPDSMPS 178 
pkr_rhe         CTSGVHGPEGFHYKCKIGDKEYGIGTGSSKQEAKQLAAKLALLEI--SEETSVKPDSMSS 178 
pkr_tal         CTLGVHGPEGFHYKCKIGDKEYSIGTGSTKQEAKQLAAKLALLEI--SEETSVKPDSMSS 178 
pkr_pat         CTSGVHGPEGFHYKCKIGEKEYSIGTGSTKQEAKQLAAKLALLEI--SEETSVKPDSMSS 178 
pkr_agm         CTSGVHGPEGFHYKCKIGEKEYSIGTGSTKQEAKQLAAKLALLEI--SEETSVKPDSMSS 178 
pkr_flf         CISGVHGPEGFHYKCKMGQKEYSIGTGSTKQEAKQLAAKFAFLEI--SKETSVKPDSMSS 178 
pkr_col         CISGVHGPEGFHYKCKMGQKEYSIGTGSTKQEAKQLAAKFAFLEI--SKETSVKPDSMSS 178 
pkr_woo         CASGLNGPEGFHYKCKVGQKEYGIGTGSTKQEAKQLAAKLAYLQIHKSEETSVKADSISS 180 
pkr_spi         CVSGMNGPEGFHYKCKVGQKEYGIGTGSTKQEAKQLAAKLAYLQIHKSEETSVKADSISS 180 
pkr_tit         CASGVNGPEGFHYKCKVGQKEYGIATGSTKQEAKQLAAKLAYLQIHKSEETSVKADSISS 179 
pkr_owl         CASGVNGPAGFHYKCKVGQKEYGIGTGSTKQEAKQMAAKLAYLQIHKSEETSVKADSISS 180 
pkr_tam         CASGVNGPEGFHYKCKVGQKEYGIGTGSTKQEAKQLAAKLAYLQIRKSEETSVKADSTSS 180 
pkr_mar         CASGVNGPEGFHYKCKVGQKEYGIGTGSTKQEAKQLAAKLAYLQIHKSEETSVKADSTSS 180 
                *  *::*  *******:*:***.*.*.*:******:***:* ::*  *:::***.*  .* 
 
pkr_hum         GSFATTCESQSNSLV-TSTLASESSSEGDFSADTSEINSNSDSLNS-SSLLMNGLRNNQRK 238 
pkr_chi         GSFATTCDSQSNSLV-TSTLASESSSEGDFSADTSEINSNSDSLNS-SSLLMNGLRNNQRK 238 
pkr_bon         GSFATTCDSQSNSLV-TSTLASESSSEGDFSADTSEINSNSDSLNS-SSLLMNGLRNNQRK 238 
pkr_gor         GSFATTCDSQSNSLV-TSTLASESSSEGDFSADTSEINSNSDSLNS-SSLLMNGLRNNQRK 238 
pkr_ora         GYFAATCDSQSNCLV-TSTLGSESSSESDFSADTSEINSNSDSLKN-SSSLMNGLRNNQRK 238 
pkr_agi         GSFAATCDSQSSSLV-TSTLASASSSEGDFSADTSEINSNSDSLNN-SSLLMNGLRNNQRK 238 
pkr_wcg         GSFAATCDSQSSSLV-TSTLASASSSEGDFSADTSEINSNSDSLNN-SSLLMNGLRNNQRK 238 
pkr_isi         DSFAATCDSQSSSLV-TSTLASASSSEGDFSADTSEINSNSDSLNN-SSLLMNGLRNNQRK 238 
pkr_smg         GSFAATCDSQSNPLV-NNSLASESSSESDVPADTSEINSNSSSLHI-SSLFTNGLRNNQRK 237 
pkr_rhe         GSFAATCDSQSNPLV-NNSLASESSAESDVSADTSEINSKSGSLHI-SSLFTNGLRNNQRK 237 
pkr_tal         GSFAATCDSQSNPLV-NNLLASESSSENDVSADTSEINSNSGSLNN-SSLFTNGLRNNQRK 237 
pkr_pat         GSFAAMCDSQSNPLV-NNSLASESSSENDVSADTSEINSNSGSLNK-SSLFTNGLRNNQRK 237 
pkr_agm         GSFAATCDSQSNPLV-NNSLASESSSENDVSADTSEINSNSGSLNK-SSLFTNGLRNNQRK 237 
pkr_flf         GSFAATCDSQSNPLV-NNSLASESSSEGDVSADTSEINSNSGSLNN-SSLFTNGLRNNQKK 237 
pkr_col         GSFAATCDSPSNPLV-NNSLASDSSSESDVSADTSEINSNSGSLNN-SSLFTNGLRNNQKK 237 
pkr_woo         VSFTPMCDIQNNSIV-TSTLASESLPEGGFSADTSEINCNN-SLNNCSSFSVNGLRNNQRK 239 
pkr_spi         VSFTPMCDIQNNSFV-TSTLASESLPESGFSGDTSEINCNN-SLNSCSSLSMNGLRNNQRK 239 
pkr_tit         GSFAPVSDIQNNSLV-TSTLASEPTPQSSFSADTSEINCNN-SLNNCSSLSMNGLRNNQRK 238 
pkr_owl         GAFTPVCDIQNNSSVTTSTLASESSPESSFSADTSEITCNN-SLNNCSSLSMNGLRSNQRK 240 
pkr_tam         VSFTPVCDIQNNPLV-TSTLASESSPESSFSADTSEINCNN-GLNNCSSLSTNGLRNNQKK 239 
pkr_mar         VSFTPVRDIQNNPLV-TSTLASESSPESSFSADTSEINFNN-SLNNCSSLSMNGLRNNQRK 239 
                  *:.  :  ..  * .. *.* . .:.....*****. :.  *   **   ****.**:* 
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pkr_hum         AKRSLAPRFDLPDMKETKYTVDKRFGMDFKEIELIGSGGFGQVFKAKHRIDGKTYVIKRV 298 
pkr_chi         AKRSLAPRFDLPDMKETKYTVDKRFGMDFKEIELIGSGGFGQVFKAKHRIDGKTYVIKRV 298 
pkr_bon         AKRSLAPRFDLPDMKETKYTVDKRFGMDFKEIELIGSGGFGQVFKAKHRIDGKTYVIKRV 298 
pkr_gor         AKRSLAPRFDLPDMKETKYTVDKRFGMDFKEIELIGSGGFGQVFKAKHRIDGKTYVIKRV 298 
pkr_ora         AKRSLAPRFDPPDVKGTKYTVDKRFGMDFIEIELIGSGGFGQVFKAKHRIDGKTYVIKRV 298 
pkr_agi         AKRSLAPTFDPPDMKGTKYTMDKRFGMDFKEIELIGSGGFGQVFKAEHRIDRKTYVIKRV 298 
pkr_wcg         AKRSLAPTFDPPDMKGTKYTVDKRFGMDFKEIELIGSGGFGQVFKAEHRIDRKTYVIKRV 298 
pkr_isi         AKRSLAPTFDPPDMKGTKYTMDKRFGMDFKEIELIGSGGFGQVFKAEHRIDRKTYVIKRV 298 
pkr_smg         AKRSLAPTFDPPDMKGSKYTEDARFSTDFKEIEFISVGGFGQVFKAKHRIDGKTYVIKRV 297 
pkr_rhe         AKRSLAPTFDPPDMKGPKYTEDARFSTDFKEIEFISVGGFGQVFKAKHRIDGKTYVIKRV 297 
pkr_tal         AKRSLAPTFDPPDMKGPKYTEDARFGTDFEEIEFISVGGFGQVFKAKHRIDGKTYVIKRV 297 
pkr_pat         AKRSLAPTFDPPDMKGPKYTEDARFGTDFEEIEFISVGGFGQVFKAKHRIDGKTYVIKRV 297 
pkr_agm         AKRSLAPTFDPPDMKGPKYTEDARFGTDFEEIKFISVGGFGQVFKAKHRIDGKTYVIKRV 297 
pkr_flf         AKRSLAPRFDPPDMKETKYTADARFGTDFKEIEFISSGGFGQVFKAKHRIDGKTYVIKRV 297 
pkr_col         AKRSLAPRFDPPDMKQTKYTADARFGMDFKEIEFISLGGFGQVFKAKHRIDGKTYVIKRV 297 
pkr_woo         VKRYLAPRFDPPDMKGTKYTMDIRFGMDFKEIELIGSGGFGQVFKAKHRIDGKTYVIKRV 299 
pkr_spi         VKRHLAPRFDPPDMKGTKYTMDIRFGMDFKEIELIGSGGFGQVFKAKHRIDGKTYVIKRV 299 
pkr_tit         VKRYLAPRFDPPDMKGTKYTMDIRFGVDFKEIKLIGSGGFGQVFKAKHRIDEKTYVIKRV 298 
pkr_owl         VKICLAPRFDPPDMKGIKYTMDVRFAMDFEEIELIGSGAFGQVFKAKHRIDRKTYVIKRV 300 
pkr_tam         VKRPLAPRFDLPDMKGTKYTVDIRLGMDFKEIKLIGSGGFGQVFKAKHRIDGKTYVIKRV 299 
pkr_mar         VKRHLAPTFDPPDMKGMKYTVDIRLAQDFKEIKLIGSGGFGQVFKAKHRIDEKTYVIKRV 299 
                .*  *** ** **:*  *** * *:. ** **::*. *.*******:**** ******** 
 
pkr_hum         KYNNEKAEREVKALAKLDHVNIVHYNGCWDGFDYDPETSDDSLESSDYDPENSKNSSR-- 356 
pkr_chi         KYNNEKAEREVKALAKLDHVNIVHYNGCWDGFDYDPETSDDDLESSDYDPENSKNSSR-- 356 
pkr_bon         KYNNEKAEREVKALAKLDHVNIVHYNGCWDGFDYDPETSDDDLESSDYDPENSKNSSR-- 356 
pkr_gor         KYNNEKAEREVKALAKLDHVNIVHYNGCWDGVDYDPETSDDYLESSDYDPENSKNSSR-- 356 
pkr_ora         KYNNEKAEREVKALAKLNHVNIVRYNGCWDGIDYDPETSAYDPESSDYDPENSKNSSR-- 356 
pkr_agi         KYNSERVEREVKALAKLDHVNIVKYNGCWDGFDYDPETSSYDPESSDYDPENSKNSSR-- 356 
pkr_wcg         KYNSEKVEREVKALAKLDHVNIVKYNGCWDGFDYDPETSSYDPESDDYDPENSKNSSR-- 356 
pkr_isi         KYNSEKVEREVKALAKLDHVNIVKYNGCWDGFDYDPETSSYDPESDDYDPENSKNSSR-- 356 
pkr_smg         KYNSKKAEREVKALAKLDHVNIVHYHGCWDGLDYDPEISAYDPESSDLDPESQKNSLRNF 357 
pkr_rhe         KYNSKKAEREVKALAKLDHVNIVHYNGCWDGLDYDPEISAYEPESTDFDPENQKNSLRNF 357 
pkr_tal         KYNSKKAEREVKALAELDHVNIVHYNGCWDGLDYDPEISAYDPESPDFDPENKKNSLR-- 355 
pkr_pat         KYNSKKAEREVKALAELDHVNIVHYNGCWDGLDYDPEISAYDPESPDFDPENKKNSLR-- 355 
pkr_agm         KYNSKKAEREVKALAELDHVNIVHYNGCWDGLDYDPEISAYDPESPDFDPENKKNSLR-- 355 
pkr_flf         KYNGEKAEREVKALAKLDHVNIVHYNGCWGGLDYDPDISAYDAESPDYDPENIKNSSR-- 355 
pkr_col         KYNGEKAEREVKALAKLDHVNIVHYNGCWDGLDYDPDISAYDPESPDYDPENSKNSSR-- 355 
pkr_woo         KYNSDKAEREVKALAELDHVNIVHYNGCWDGFDYDPESDDYDPESSDYDPENSKNNSR-- 357 
pkr_spi         KYNSDKAEREVKALAELDHVNIVHYNGCWDGFDYDPESDDYDPESSDYDPENSKNNSR-- 357 
pkr_tit         KYNSDKAEREVKALAELDHVNIVHYNGCWDGIDYDPESSDYDPESSDYDPENSKNNSR-- 356 
pkr_owl         KYNSNKVEREVKALAELDHVNIVHYKGCWDGFDYDPENSNYDPESNDYDPENSKNNSR-- 358 
pkr_tam         KYNSDKAEREVKALAELDHVNIVHYNGCWDGFDYDPESGDYDPESSDYDPENSKNNSR-- 357 
pkr_mar         KYNSDKAEREVKALAELDHVNIVHYNGCWDGFDYDPESSDYDPESGDYDPENSKNNSR-- 357 
                ***..:.********:*:*****:*:***.*.****: .    ** * ***. **. *   
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pkr_hum         ---SKTKCLFIQMEFCDKGTLEQWIEKRRGEKLDKVLALELFEQITKGVDYIHSKKLIHR 413 
pkr_chi         ---SKTKCLFIQMEFCDKGTLEQWIEDRRGKKLDKVLALELFEQITKGVDYIHSKKLIHR 413 
pkr_bon         ---SKTKCLFIQMEFCDKGTLEQWIEDRRGKKLDKVLALELFEQITKGVDYIHSKKLIHR 413 
pkr_gor         ---SKTKCLFIQMEFCDKGTLEQWIENRRGEKLDKVLALELFEQITKGVDYIHSKKLIHR 413 
pkr_ora         ---SRTKCLFIQMEFCDKGTLEQWIDNTRGKKLDKVLALELFEQITKGVDYIHSKKLIHR 413 
pkr_agi         ---SKTKCLFIQMEFCDKGTLEQWIDNRRGKNLDKVLALEFFEQITKGVDYIHSKKLIHR 413 
pkr_wcg         ---SKTKCLFIQMEFCDKGTLEQWIDNRRGKKLDKVLALEFFEQITKGVDYIHSKKLIHR 413 
pkr_isi         ---SKTKCLFIQMEFCDKGTLEQWIDNRRGKKLDKVLALEFFEQITKGVDYIHSKKLIHR 413 
pkr_smg         IPRSKTKCLFIQMEFCEEGTLEKWLEDRRGKKLDKVLALELFEQITKGLDYIHSKNIIHR 417 
pkr_rhe         IPRSKTKCLFIQMEFCEDGTLEDWLDRRKGKELDKVLALELFEQITKGLDYIHSKNIIHR 417 
pkr_tal         ---SKTKCLFIQMEFCEKGTLEEWIEDRKGKKLDKVLALELFEQITKGLDYIHSKNIIHR 412 
pkr_pat         ---SKTKCLFIQMEFCEKGTLEEWIEDRKGKKLDKVLALELFEQITKGLDYIHSKNIIHR 412 
pkr_agm         ---SKTKCLFIQMEFCEKGTLEEWIEDRKGKKLDKVLALELFEQITKGLDYIHSKNIIHR 412 
pkr_flf         ---LKTKCLFIQMEFCEKGTLEQWIENRRGEKLDKVLALELFEQITKGVDYIHSKNIIHR 412 
pkr_col         ---SKTKCLFIQMEFCEKGTLEEWIEDRRGKKLDKVLALELFEQITKGVDYIHSKNIIHR 412 
pkr_woo         ---STTKCLFIQMEFCDKGTLEQWIEDRRGKKLDKALSLEFFEQITTGVDYIHSKNLIHR 414 
pkr_spi         ---STTKCLFIQMEFCDKGTLEQWIEDRRGKKLDKILSLEFFEQITTGVDYIHSKNLIHR 414 
pkr_tit         ---STANCLFIQMEYCDKGTLEQWIEDRRGKKLDKVLSLEFFEQITTGVDYIHSKNLIHR 413 
pkr_owl         ---STTKCLFIQMEFCDKGTLEQWIDDRRGKELDKVLSLEFFEQITTGVDYIHSKNLIHR 415 
pkr_tam         ---STTKCLFIQMEFCDKGTLEQWIEDRRGKKLDKVLSLEFFEQITTGVDYIHSKNLIHR 414 
pkr_mar         ---STTKCLFIQMEFCDKGTLEQWIEDRRGKKLDKVLSLEFFEQITTGVDYIHSKNLIHR 414 
                     ::*******:*:.****.*::  :*::*** *:**:*****.*:******::*** 
 
pkr_hum         DLKPSNIFLVDTKQVKIGDFGLVTSLKNDGKRTRSKGTLRYMSPEQISSQDYGKEVDLYA 473 
pkr_chi         DLKPSNIFLVDTKQVKIGDFGLVTSLKNDGKRTRSKGTLRYMSPEQISSQDYGKEVDLYA 473 
pkr_bon         DLKPSNIFLVDTKQVKIGDFGLVTSLKNDGKRTRSKGTLRYMSPEQISSQDYGKEVDLYA 473 
pkr_gor         DLKPSNIFLVDTKQVKIGDFGLVTSLKNDGKRTRSKGTLRYMSPEQISSQDYGKEVDLYA 473 
pkr_ora         DLKPSNIFLVDTKQVKIGDFGLVTSLTNDVKRTRNTGTLRYMSPEQISLQDYGKEVDLYA 473 
pkr_agi         DLKPSNIFLVDTKQVKIGDFGLVTSLKNDGKRSRNTGTLRYMSPEQISLQDYGKEVDLYA 473 
pkr_wcg         DLKPSNIFLVDTKQIKIGDFGLVTSLKNDGKRSRSTGTLRYMSPEQISLQDYGKEVDLYA 473 
pkr_isi         DLKPSNIFLVDTKQIKIGDFGLVTSLKTDGKRSRNTGTLRYMSPEQISLQDYGKEVDLYA 473 
pkr_smg         DLKPSNIFLVDTNQIKIGDFGLATSLKNDVKRTRNTGTLRYMSPEQISSQDYGKEVDLYA 477 
pkr_rhe         DLKPSNIFLVDTKQIKIGDFGLATSLKNDVKRTSNTGTLRYMSPEQISSQDYGKEVDLYA 477 
pkr_tal         DLKPSNIFLVDTKQIKIGDFGLATSLKNDGKRTRNTGTLRYMSPEQISLQDYGKEVDLYA 472 
pkr_pat         DLKPSNIFLVDTKQIKIGDFGLATSLKNDGKRTRNTGTLRYMSPEQISLQDYGKEVDLYA 472 
pkr_agm         DLKPSNIFLVDTKQIKIGDFGLATSLKNDGKRTRNTGTLRYMSPEQISLQDYGKEVDLYA 472 
pkr_flf         DLKPSNIFLVDTKQIKIGDFGLATSLKNDGKRTRNTGTLRYMSPEQISSQDYGKEVDLYA 472 
pkr_col         DLKPSNIFLVDTKQIKIGDFGLATSLKNDGKRTRSTGTLRYMSPEQISSQDYGKEVDLYA 472 
pkr_woo         DLKPSNIFLVDTKQIKIGDFGLVTSLKNDEKRTRNTGTLRYMSPEQISSQEYGKEVDLYA 474 
pkr_spi         DLKPSNIFLVDTKQIKIGDFGLVTSLKNDEKRTRNTGTLRYMSPEQISSQEYGKEVDLYA 474 
pkr_tit         DLKPSNIFLVDTKQIKIGDFGLVTSLENDEKRTRNAGTLRYMSPEQISSQEYGKEVDLYA 473 
pkr_owl         DLKPSNIFLVDIKQIKIGDFGLVTSLKNDEKRTRNTGTPRYMSPEQNSSEEYGKEVDLYA 475 
pkr_tam         DLKPSNIFLVDTKQIKIGDFGLVTSLKNDEKRTRNTGTLRYMSPEQISSQEYGKEVDLYA 474 
pkr_mar         DLKPSNIFLVDTKQIKIGDFGLVTSLKNDEKRTRNTGTLRYMSPEQISSQEYGKEVDLYA 474 
                *********** :*:*******.*** .* **: . ** ******* * ::********* 
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pkr_hum         LGLILAELLHVCDTAFETSKFFTDLRDGIISDI-FDKKEKTLLQKLLSKKPEDRPNTSEI 532 
pkr_chi         LGLILAELLHVCDTAFETSKFFTDLRDGIISDILFDKKEKTLLQKLLSKKPEDRPNTSEI 533 
pkr_bon         LGLILAELLHVCDTAFETSKFFTDLRDGIISDILFDKKEKTLLQKLLSKKPEDRPNTSEI 533 
pkr_gor         LGLILAELLHVCDTAFETSKFFTDLRDGIISDI-FDKKEKTLLQKLLSKKPEDRPNTSEI 532 
pkr_ora         LGLILAELLHVCDTASETAKFFKDLRDGIISDI-FDKKEKTLLQKLLSKKPEDRPNTSEI 532 
pkr_agi         LGLILAELLHVCDTASETAKFFTDLRDGIISDV-FDKKEKTLLQKLLSKKPEDRPNTSEI 532 
pkr_wcg         LGLILAELLHVCDTAYETAKFFTDLRDGIISDV-FDKKEKTLLQKLLSKKPEDRPNTSEI 532 
pkr_isi         LGLILAELLHVCDTAYETAKFFTDLRDGIISDV-FDKKEKTLLQKLLSKKPEDRPNTSEI 532 
pkr_smg         LGLILAELLYVCDTASETSKLFQDLRGGIISDV-FDKREKSLLEKLLSKRPEDRPNTSEI 536 
pkr_rhe         LGLILAELLYVCDTASETLQLFRDLRGGTISDV-YDKREKTLLKKLLSKKPEDRPNTSEI 536 
pkr_tal         LGLILAELLHVCDTASETSKFFKDLRDGTISDV-FDKREKTLLEKLLSKKPEDRPNTSEI 531 
pkr_pat         LGLILAELLHVCDTASETSKFFKDLRDGTISDV-FDKREKTLLEKLLSKKPEDRPNTSEI 531 
pkr_agm         LGLILAELLHVCDTASETSKFFKDLRDGTISDV-FDKREKTLLEKLLSKKPEDRPNTSEI 531 
pkr_flf         LGLILAELLHVCDTAFETSEFFKDLRDGVISDV-FDKREKTLLEKLLSKKPEDRPNTSEI 531 
pkr_col         LGLILAELLHVCDTAFETSEFFKDLRDGVISDV-FDKREKTLLEKLLSKKPEDRPNTSEI 531 
pkr_woo         LGLIFAELLHVCDTALETSKFFRDLRDGIISDM-FDKREKTLLRKLLSKKPEDRPNTSEI 533 
pkr_spi         LGLIFAELLHVCDTALETSKFFTDLRDGIISDM-FDKREKTLLRRLLSKKPENRPDTSEI 533 
pkr_tit         LGLIFAELLHVCDTASETSKFFRDLRNGIISDM-FDKQEKTLLRKLLSKKPGERPNTSEI 532 
pkr_owl         LGLIFAELLHVCNTALETSKFFGDLRNGITSDM-FDKREKTLLRKLLSEKPEDRPNTSEI 534 
pkr_tam         LGLIFAELLHVCDTALETSKFFTDLRDGIISNM-FDKREKTLLRKLLSKKPEDRPNTSEI 533 
pkr_mar         LGLIFAELLHVCDTALETSKFFTDLRDGVISDT-FDKREKTLLRKLLSKKPEDRPNTSEI 533 
                ****:****:**:** ** ::* ***.*  *:  :**:**:**.:***::* :**:**** 
 
pkr_hum         LRTLTVWKKSPEKNERHTC 551 
pkr_chi         LRTLTVWKKSPEKNERHTC 552 
pkr_bon         LRTLTVWKKSPEKNERHTC 552 
pkr_gor         LRTLTVWKKSPEKNERHTC 551 
pkr_ora         LSTLTVWKKSPEKNERHTC 551 
pkr_agi         LSTLTVWKKSPEKNERHTR 551 
pkr_wcg         LSTLTVWKKSPEKNERHTR 551 
pkr_isi         LSTLTVWKKSPEKNERHTR 551 
pkr_smg         LSTLTMWKKSPEKK-RHTC 554 
pkr_rhe         LSTLTTWKKSPEKK-RHTY 554 
pkr_tal         LSTLTTWKKSPEKKERHTC 550 
pkr_pat         LSTLTTWKKSPEKKERHTC 550 
pkr_agm         LSTLTTWKKSPEKKERHTC 550 
pkr_flf         LSTLTTWKKIPEKKERHTC 550 
pkr_col         LSTLTTWKKSPEKKERHTC 550 
pkr_woo         LSTLTIWKKNQEKKERNTC 552 
pkr_spi         LSTLTIWKKNQEKKERNTC 552 
pkr_tit         LSTLTMWKKNPKKKELNTC 551 
pkr_owl         LSTLAMWKKNPEEKE---- 549 
pkr_tam         LSTLAMWKKHPEKNERNTY 552 
pkr_mar         LSTLAMWKKHPEKNERNTY 552 
                * **: ***  :::      
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