
Web Note B

At the level of chromosome pairs, we detected paralogons (sm≥3) between 55

pairs of chromosomes not reported in Venter et al.'s Figure 13, and we did not detect

significant paralogons between 21 pairs of chromosomes that they reported; 96

chromosome pairs are common to both studies. These differences may be due in part to

the poor overlap between novel gene predictions from Celera and Ensembl (Hogenesch,

J.B. et al. A comparison of the Celera and Ensembl predicted gene sets reveals little

overlap in novel genes. Cell 106, 413-415, 2001).


