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Figure S1. Comparative analysis of scRNA-seq and snRNA-seq datasets from the spleen, 
liver, lung, and retina.
a-d. t-SNE visualization of single-cell transcriptome from the spleen (a), liver (b), lung (c), and
retina (d). Cells are color-coded according to the batches and types of libraries (top) and
according to the cell types (bottom). SN, snRNA-seq; SC, scRNA-seq. e-h. Comparison of cell
type detection and composition in the spleen (e), liver (f), lung (g), and retina (h) between
scRNA-seq and snRNA-seq. i-l. Correlation analysis based on the expression of highly variable
genes (HVGs) between cell types in the spleen (i), liver (j), lung (k), and retina (l) from scRNA-
seq and snRNA-seq.
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Figure S2. Visualization and annotation of the 58 major cell types 
Characterization of different cell types captured by scRNA (a) and snRNA (b) sequencing of 
Visceral adipose (scRNA-seq), Subcutaneous adipose (scRNA-seq), PBMC (scRNA-seq), 
Intestine (scRNA-seq), Spleen (scRNA-seq), Liver (scRNA-seq), Brain (scRNA-seq), Lung 
(scRNA-seq), Heart (snRNA -seq), Kidney (snRNA-seq), Liver (snRNA-seq), Lung (snRNA-
seq), Retina (snRNA-seq), Spleen (snRNA-seq), OVoLT, vascular organ of lamina terminalis 
(snRNA-seq), Subfomical organ (snRNA-seq), Area postrema (snRNA-seq), and Cerebellum 
(snRNA-seq). Also see extended Supplementary Data S3 and S4. 
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Figure S3. EndMT cells in the adipose tissues and FABP4+ ECs across tissues
a. Dot-plot of EC and mesenchymal cell marker genes across tissues, highlighted in boxes. 
b. t-SNE visualization of ECs according to tissue types (left), bar plot of total number of ECs 
in each cluster (middle), and the fraction of each cluster of ECs in each tissue (right). c. 
Feature-plots of complement, cathepsins, and cystatins genes in the immune active EC 
cluster (c12). d. Violin-plot showing the nFeature_RNA and nCount_RNA in adipose ECs 
subtypes. e. IHC validation of capillary EC specific marker FABP4 in eight different pig 
tissues. Box, enlarged region of focus. 
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Figure S4. Induced EndMT cells after TGFb2 treatment.
a. Representative gating strategy for ECs analysis. b. Fractions of CD31+ and CD31- in the 
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Figure S5. Comparison of cell communication and signaling pathways between pig 
and human.
a. The relative contribution of each ligand-receptor pair to the overall VEGF and PDGF 
signaling pathway in liver, heart, and kidney. b. Comparison of cell-cell communication of 
TGF-β and BMP signaling pathway in liver and kidney. Extended data for Figure 5. Pig and 
human icons are created with BioRender.com.   
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Figure S6. Cell types in brain regions and GO analysis of microglia.
a. t-SNE visualization of cell types in different brain regions. b. Feature-plots of gene 
expression in excitatory neurons (SLC17A7), granule cells (PAX6), inhibitory neurons 
(CALB2, SST), and Purkinje cells (SLC1A6). c. GO enrichment related to cellular 
functions of predicted target genes of top 10 conversed TFs in microglia.
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