Descriptions of additional supplementary data files

Supplementary Data 1. Metadata of all samples, sequencing, sequencing quality control and cells.
Supplementary Data 2. Comparison analysis of scRNA-seq and snRNAseq.

Supplementary Data 3. Summary of clusters, corresponding cell types, and cell type specific markers
used for annotation in all 20 tissues.

Supplementary Data 4. Top 50 markers for each cell cluster.

Supplementary Data 5. List of enriched GOs based on marker genes for retina cells.
Supplementary Data 6. List of enriched GOs based on marker genes for kidney cells.
Supplementary Data 7. List of numbers and fractions of ECs from all tissues.
Supplementary Data 8. List of DEGs and GOs in the 21 EC clusters.

Supplementary Data 9. Marker genes for the EC subtypes in adipose tissues.
Supplementary Data 10. List of the liver, kidney, and heart datasets from pigs and humans.

Supplementary Data 11. List of the cell numbers of single cell transcriptome in the liver, kidney, and
heart from pigs and humans.

Supplementary Data 12. Sample information of 13 different species.
Supplementary Data 13. List of conserved TF-target pairs in 13 different species.

Supplementary Data 14. List of antibodies used in this study.



