
Cym
. te

tra
mitif

orm
is

F. 
alb

a

Acy
. s

ub
glo

bo
su

m

Di. d
isc

oid
eu

m

Bo. 
sa

lta
ns

Bi. n
ata

ns

Th. 
tra

he
ns

Pa. 
tet

rau
rel

ia

Te
. th

erm
op

hil
a

Aca
. c

as
tel

lan
i

Dr. m
ela

no
ga

ste
r

Mu. 
mus

cu
lus

Re. 
filo

sa

Se. 
moe

lle
nd

orf
fii

Mi. g
utt

atu
s

Br. d
ist

ac
hy

on

Ar. t
ha

lia
na

O. s
ati

va

Ph. 
pa

ten
s

Pi. a
bie

s

Rh. 
irre

gu
lar

is

Sa. 
ce

rev
isia

e

Sc. 
po

mbe

Con
. c

oro
na

tus

pa
n−
eu

rya
rch

ae
ota

pa
n−

TA
CK ar

ch
ae

a

Pu. 
so

rgh
i

Cya
. m

ero
lae

Chr.
 to

bin

N. c
ali

for
nia

e

Ba. 
de

nd
rob

ati
dis

Al. m
ac

rog
yn

us

V. 
ca

rte
ri

Chl.
 re

inh
ard

tii

Chlo
rel

la 
sp

.

pa
n−
As
ga
rd_
arc
ha
ea

pa
n−
PV
C−
ba
cte

ria

PVC ba
cte

ria
+A

sg
ard

 ar
ch

ae
a

pa
n−
pro
teo
ba
cte

ria
.pl

us
.Asg

ard

pa
n−
pro
teo
ba
cte

ria

pa
n−
cy

an
ob

ac
ter

ia

pa
n−
ac
tin
ob
ac
ter

ia

pa
n−
firm

icu
tes

GO.0050965_detection.of.temperature.stimulus.involved.in.sensory.perception.of.pain_1

GO.0050982_detection.of.mechanical.stimulus_2

GO.0071260_cellular.response.to.mechanical.stimulus_2

GO.0050775_positive.regulation.of.dendrite.morphogenesis_3

GO.0007409_axonogenesis_5

GO.0050768_negative.regulation.of.neurogenesis_3

GO.0007368_determination.of.left.right.symmetry_7

GO.0007154_cell.communication_47

GO.0023052_signaling_45

GO.0006936_muscle.contraction_5

GO.0030587_sorocarp.development_9

GO.0002790_peptide.secretion_6

GO.0043065_positive.regulation.of.apoptotic.process_6

GO.0008104_protein.localization_31

GO.0006898_receptor.mediated.endocytosis_3

GO.0050851_antigen.receptor.mediated.signaling.pathway_2

GO.0030799_regulation.of.cyclic.nucleotide.metabolic.process_5

GO.0006954_inflammatory.response_4

GO.0051896_regulation.of.protein.kinase.B.signaling_2

GO.0001501_skeletal.system.development_4

GO.0007610_behavior_6

GO.0044671_sorocarp.spore.cell.differentiation_2

GO.0060976_coronary.vasculature.development_2

GO.0046058_cAMP.metabolic.process_10

GO.0014074_response.to.purine.containing.compound_3

GO.0070555_response.to.interleukin.1_2

GO.0033327_Leydig.cell.differentiation_1

GO.0045494_photoreceptor.cell.maintenance_3

GO.2001236_regulation.of.extrinsic.apoptotic.signaling.pathway_3

GO.0022010_central.nervous.system.myelination_1

0 0.2 0.4 0.6 0.8 1
Value

Color Key

Extended Data Figure 19


