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	CurrentPageNumber: 
	author: Jaime Grutzendler, Robert Hill
	initial: 
	revised: 
	final: 
	Describe the statistical methods that were used to predetermine sample size OR if no sample-size calculation was performed, describe how sample sizes were chosen and provide a rationale for why these sample sizes are sufficient.: No statistical methods were used to pre-determine sample sizes but our sample sizes are similar to those reported in previous publications in the field.
	If no data were excluded from the analyses, state so OR if data were excluded, describe the exclusions and the rationale behind them, indicating whether exclusion criteria were pre-established. : No data were excluded from analysis.
	For each experiment, note whether any attempts at replication failed OR state that all attempts at replication were successful.: All attempts at replication were successful.
	Describe how samples were allocated to groups. If allocation was not random, describe how covariates were controlled. If this is not relevant to your study, explain why.: Experimental subjects were randomly assigned to different groups.
	Describe the extent of blinding used during data acquisition and analysis. If blinding was not possible, describe why OR explain why blinding was not relevant to your study.: Experimenter blinding was not used for these experiments as SCoRe and fluorescence signal intensity and length analyses were automated and myelin tracing and coverage analyses were semi-automated as described in the Online Methods.  For oligodendrocyte cell density analyses the age of the animal was determined after quantification was completed. 
	y: 
	na: 
	Provide a description of all commercial and custom code used to analyze the data in this study, specifying the version used OR state that no software was used.: NIH ImageJ was used for data/image analyses and Graphpad Prism was used for statistical analyses.
	Describe any restrictions on availability of unique materials used in the study OR confirm that all unique materials used are readily available from the authors or from standard commercial sources (and specify these sources) OR state that no unique materials were used.: All relevant materials and data are available from the authors upon request. 
	For all antibodies, as applicable, provide supplier name, catalog number, clone name, and lot number. Also describe the validation of each primary antibody for the species and application, noting any validation statements on the manufacturer’s website, relevant citations, antibody profiles in online databases, or data provided in the manuscript OR state that no antibodies were used.: The following antibodies were used: Caspr (clone K65/35, 1:500 dilution,  cat#75-001, NeuroMab), MBP (synthetic peptide corresponding to Mouse Myelin Basic Protein aa 150, 1:1000 dilution, cat#40390, Abcam), CNPase (clone SMI 91, 1:1000 dilution, cat#836404,  Biolegend). The validation of these antibodies were provided by the companies with multiple citations listed on their website.
	Provide information on cell line source(s) OR state that no eukaryotic cell lines were used.: no eukaryotic cell lines were used.
	Describe the authentication procedures for each cell line used OR declare that none of the cell lines used have been authenticated OR state that no eukaryotic cell lines were used.: no eukaryotic cell lines were used.
	Confirm that all cell lines tested negative for mycoplasma contamination OR describe the results of the testing for mycoplasma contamination OR declare that the cell lines were not tested for mycoplasma contamination OR state that no eukaryotic cell lines were used.: no eukaryotic cell lines were used.
	Provide a rationale for the use of commonly misidentified cell lines OR state that no commonly misidentified cell lines were used.: no eukaryotic cell lines were used.
	For laboratory animals, report species, strain, sex and age OR for animals observed in or captured from the field, report species, sex and age where possible OR state that no animals were used.: All animal procedures were approved by the Institutional Animal Care and Use Committee (IACUC) at Yale University. Both male and female mice aged P30-P1100 as indicated in the text were used in this study. Mice were housed with 2-5 mice per cage in a 12/12 light/dark cycle, no animals were excluded from analysis. The following transgenic lines were used for fluorescence visualization of oligodendrocyte lineage cells, axons, or microglia. Plp-DsRed, Plp-creER (Jax#005975), Cnp-mEGFP, Thy1-YFPh (Jax#003782), Thy1-EGFPm (Jax#007788), Cx3cr1-GFP (Jax#005582), and mT/mG (Jax#007586). PLP-creER, Thy1-YFP and mT/mG mice were on a C57Bl6 background all others were on a mixed C57Bl6-FVB background.
	Provide all relevant information on human research participants, such as age, gender, genotypic information, past and current diagnosis and treatment categories, etc. OR state that the study did not involve human research participants.: This study did not involve human research participants. 



