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SHP2 - AGL20 - SHP1 - STK - AG'- AGL19

AGL30 - AGL65 - AGL94
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G0:0009910: negative regulation of flower development (At)
B G0:0006349: regulation of gene expression by genetic imprinting (At)
abnormal sinus venosus (Mm)
Il dilated dorsal aorta (Mm)
G0:0010628: positive regulation of gene expression (Dr)
Bl G0:0021782: glial cell development (Dr)
G0:0030241: skeletal muscle myosin thick filament assembly (Dr)
B G0:0050936: xanthophore differentiation (Dr)
G0:0010221: negative regulation of vernalization response (At)
[0 abnormal branchial arch artery morphology (Mm)
Ectoderm at stage 4 (Gg)
I Kohler's Sickle (Gg)
Epiblast at stage 2 (Gg)
abnormal endocardium morphology (Mm)
Neural Plate/Tube at stage 44 (Gg)
G0:0048701: embryonic cranial skeleton morphogenesis (Dr)
B abnormal sinoatrial node morphology (Mm)
below top-20 phenotypes



