
Metriocampa sp.
Lepidocampa weberi

Pedetontus unimaculatus
Petrobiellus takunagae

Nipponatelura sp.
Thermobia domestica

Isolepisma japonica
Epiophlebia superstes

Mnais pruinosa

Oyamia lugubris
Phraortes illepidus

Aposthonia japonica
Galloisiana yuasai

Karoophasma biedouwensis
Patanga japonica

Euconocephalus varius
Teleogryllus emma

Zorotypus sp.
Tenodera aridifolia
Blattella nipponica

Reticulitermes speratus
Thrips palmi

Gynaikothrips ficorum

Metylophorus sp.
Pediculus humanus

Cryptotympana facialis
Bemisia tabaci

Neocolochelyna itoi
Vespa analis

Nasonia vitripennis
Protohermes grandis

Inocellia japonica
Chrysoperla nipponensis

Eretes sticticus
Lucidina biplagiata

Tribolium castaneum
Papilio polytes

Stenopsyche marmorata
Anopheles gambiae

Panorpa takenouchii
Ctenocephalides felis100/1.00 Siphonaptera
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Triops granarius
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Baculentulus morikawai
Folsomia candida

Nipponentomon nippon

Bourletiella hortensis

Branchinella kugenumaensis

Ixodes scapularis
Psathyropus tenuipes

Thereuonema tuberculata
Cyclops vicinus

Procambarus clarkii
Oratosquilla oratoria

Collembola

Protura
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DPD1  873aa
RPB1 1401aa
RPB2 1126aa
 total  3400aa

RAxML LG-CAT-F

0.05

Paraneoptera

Additional file 7. The ML tree inferred from DPD1, 
RPB1, and RPB2. Eight taxa that show long branches 
in figure 2 were excluded in this analysis. Bootstrap 
values from the RAxML analysis (LG  model), and 
posterior probabilities from the MCMC analysis (WAG 
model) of MrBayes are shown at nodes.
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