'phenotype of an organism with a SNP at position 12'

subClassOf
'phenotype’
and 'is attribute of' some
('organism' that 'has part' some (
'gene'
and 'has part' some (
lsnpl
and 'has value' value 'A'
and ('has attribute' some (

'sequence position' that 'has value' value '12')))))



