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InParanoid human-mouse MGI mouse
ortholog set (15,885) protein set (23,132)

\/

Mouse protein outside of the
human-mouse ortholog set (6,236)

Mappable to human
genome by Blat?

“Best alignment having a simila
tron status as the mouse gene

Best alignment
disabled?

Candidate
pseudogenic identifications

i Overlap clustering

Potential human unitary
pseudoaenic loci (612)

Detailed inspection
Synteny check
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612 potential human unitary
pseudogenic loci

187 based on
predicted or modeled
mouse genes

4

94 based on ‘intronless’
mouse cDNA or

expressed sequences

Y

73 based on mouse 258 based on
cDNA or expressed annotated
sequences with introns mouse genes

113 false positives 4—/

. 4 sequencing errors
5 without synteny <_/ g in the human reference

with m
th mouse genome sequence

122 pseudogenes in
large gene families
(98 OR, 23 VR, 1 ZF)

11 segregating human
pseudogenes
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