
KEGG pathway annotation
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Metabolism
Global and overview maps 41194
Carbohydrate metabolism 14452

Amino acid metabolism 10851
Metabolism of cofactors and vitamins 8428

Energy metabolism 6465
Nucleotide metabolism 4304

Lipid metabolism 4016
Metabolism of other amino acids 3583

Glycan biosynthesis and metabolism 3207
Xenobiotics biodegradation and metabolism 2768

Biosynthesis of other secondary metabolites 2044
Metabolism of terpenoids and polyketides 2009

Genetic Information Processing
Replication and repair 3474

Translation 2524
Folding, sorting and degradation 2147

Transcription 189
Environmental Information Processing

Membrane transport 11580
Signal transduction 7775

Signaling molecules and interaction 6
Cellular Processes

Cellular community - prokaryotes 6520
Cell motility 2527

Cell growth and death 1149
Transport and catabolism 585

Cellular community - eukaryotes 39
Organismal Systems

Endocrine system 967
Environmental adaptation 723

Aging 614
Immune system 336
Nervous system 184

Digestive system 142
Excretory system 81

Circulatory system 55
Development and regeneration 45

Sensory system 9
Development 5

Human Diseases
Drug resistance 3103

Infectious diseases 2571
Cancers 1090

Endocrine and metabolic diseases 432
Cardiovascular diseases 390

Neurodegenerative diseases 366
Immune diseases 78

Infectious disease: bacterial 42
Infectious disease: viral 36
Substance dependence 32

Neurodegenerative disease 29
Cancer: overview 13
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Fructose and mannose metabolism
Biofilm formation − Escherichia coli
Phosphotransferase system (PTS)
Bacterial secretion system
Glyoxylate and dicarboxylate metabolism
Propanoate metabolism
Ribosome
Microbial metabolism in diverse environments
Cysteine and methionine metabolism
Metabolic pathways
Glycine, serine and threonine metabolism
Pyruvate metabolism
Purine metabolism
Pyrimidine metabolism
Quorum sensing
Biosynthesis of secondary metabolites
Biosynthesis of amino acids
Carbon metabolism
Two−component system
ABC transporters
Glycolysis / Gluconeogenesis
Amino sugar and nucleotide sugar metabolism
Lipopolysaccharide biosynthesis
Flagellar assembly
Starch and sucrose metabolism
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A: RNA processing and modification

B: Chromatin structure and dynamics

C: Energy production and conversion

D: Cell cycle control, cell division, chromosome partitioning

E: Amino acid transport and metabolism

F: Nucleotide transport and metabolism

G: Carbohydrate transport and metabolism

H: Coenzyme transport and metabolism

I: Lipid transport and metabolism

J: Translation, ribosomal structure and biogenesis

K: Transcription

L: Replication, recombination and repair

M: Cell wall/membrane/envelope biogenesis

N: Cell motility

O: Posttranslational modification, protein turnover, chaperones

P: Inorganic ion transport and metabolism

Q: Secondary metabolites biosynthesis, transport and catabolism

R: General function prediction only

S: Function unknown

T: Signal transduction mechanisms

U: Intracellular trafficking, secretion, and vesicular transport

V: Defense mechanisms

W: Extracellular structures

Y: Nuclear structure

Z: Cytoskeleton
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Polar−flagella
BfmRS
CdpA
Chu
LPS
Capsule
AcrAB
Type−1−fimbriae
Allantion−utilization
Enterobactin
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Additional file 1. The annotation results of gut metagenomic of seagulls.
a. The KEGG pathway annotation results
b. The heatmap of top 25 of relative abundance for pathway
c. The eggNOG function classification results
d. The CARD annotation results between HG and HXQ group
e. The top 10 distributed virulence factors between HG and HXQ group
f. The PHI annotation results


