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As a worked example, we calculate the time to the most recent common ancestor of

all lineages in F (including F*, F1-F4, G, H, IJ and K) denoted as MRCA-F in this section. In

the path going from MRCA-CT to a sample in R1b there are 20 mutations between MRCA-

CT and MRCA-F, and 48 mutations between MRCA-F and the present. We find that
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In the path going from MRCA-CT to a sample in I1, there are 20 mutations between

MRCA-CT and MRCA-F, and 40 mutations between MRCA-F and the present. We find that
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Therefore, our confidence interval for the age of MRCA-F relative to the age of

MRCA-CR is (0.5535, 0.7958). Assuming that the age of MRCA-CT is 70,000 years, we

obtain a confidence interval of 38,700 - 55,700 years. To obtain the maximum likelihood

estimate for the age of this node, we calculate
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Supplementary Table 1.  List of all  markers, primer information, reference SNP ID, and Y-position1 included in this survey

SNP
Haplogroup 
(YCC2008)

Haplogroup 
(YCC2002) RefSNP ID Y-position Forward Primer Reverse Primer PCR Size(bp) Mutation Site Reference

1 M2=SY81 E1b1a E3a rs3893 12606580 aggcactggtcagaatgaag aatggaaaatacagctcccc 209 A->G 168 Seielstad et al. 1994
2 M3 Q1a3a Q3 rs3894 17605757 taatcagtctcctcccagca aaaattgtgaatctgaaatttaagg 241 C->T 181 Underhill et al. 1996
3 M4 M1 M rs3895 2804628 tcctaggttatgattacagagcg acgtcttgtaaacatgacaagg 273 A->G 88 Underhill et al. 1997
4 M5=P73 M1 M rs3896 20069334 gggtttatactgacctgccaatgtt ttattgggaactttcagggg 322 C->T 73 Underhill et al. 1997
5 M6 A2 A2 rs3897 17080420 cactaccacatttctggttgg cgctgagtccattctttgag 218 T->C 37 Underhill et al. 1997
6 M7 O3a3b O3d rs3898 4138217 actgtgagcgagctgaaaat gcagccttgtgaaccaatta 300 C->G 236 Underhill et al. 1997
7 M8 C1 C1 rs3899 7351534 cccacccacttcagtatgaa aggctgacagacaagtccac 267 G->T 137 Underhill et al. 1997
8 M9 K-R K-R rs3900 20189645 gcagcatataaaactttcagg gcttgagcaaagttaggtttt 340 C->G 68 Underhill et al. 1997
9 M10 E1b1a6 E3a6 rs3901 20182386 gcattgctataagttacctgc taataaaaattgggtcaccc 343 T->C 156 Underhill et al. 1997

10 M11 L L rs3902 20190035 tctctctgtctgtctctccctcc gagcataaacaagaacttactgagc 222 A->G 44 Underhill et al. 1997
11 M12 J2b J2e rs3903 7643480 actaaaacaccattagaaacaaagg ctgagcaacatagtgacccc 309 G->T 286 Underhill et al. 1997
12 M13 A3b2 A3b2 rs3904 20181486 tcctaacctggtggtctttc tgagccatgattttatccaac 233 G->C 157 Underhill et al. 1997
13 M14 A2 A2 rs3905 20181656 agacggttagatcagttctctg tagataaaagcacattgacacc 287 T->C 180 Underhill et al. 1997
14 M15 D1 D1 rs3906 20184087-20184088 acaaatcctgaacaatcgc tgcatgtggttaaaatttcc 295 9 bp insertion 304 Underhill et al. 1997
15 M16 M1b1a M2a rs3907 20069689 tgttatgtcatttgaacccag ccgtgtgttgctgggctgt 266 C->A 38 Underhill et al. 1997
16 M17 R1a1 R1a1 rs3908 20192556 ctggtcataacactggaaatc tgaacctacaaatgtgaaact 333 4G->3G 68 Underhill et al. 1997
17 M18 R1b1a R1b1 rs3909 20192551-20192550 ctggtcataacactggaaatc tgaacctacaaatgtgaaactc 333 2 bp insertion 62 Underhill et al. 1997
18 M19 Q1a3a1 Q3a rs3910 20192619 ctggtcataacactggaaatc tgaacctacaaatgtgaaactc 333 T->A 131 Underhill et al. 1997
19 M20 L L rs3911 20192842 gattgggtgtcttcagtgct cacacaacaaggcaccat 413 A->G 118 Underhill et al. 1997
20 M21 I1a I1a2 rs3912 20191727 cttttatttctgactacaggg aacagcagatttgagcagg 415 A->T 357 Underhill et al. 1997
21 M22 L L rs3913 13299557 agaagggtctgaaagcaggt gcctactacctggaggctt 327 A->G 129 Underhill et al. 1997
22 M23 A2 A2    20195627 tctctaacttctgtgagccac ggaaaaactaaactctaaatctct 327 A->G 159 Underhill et al. 2001
23 M25 Q1a2 Q2    20326052 aaagcgagagattcaatccag ttttagcaagttaagtcaccagc 340 G->C 121 Underhill et al. 2001
24 M26 I2a2 I1b2 rs2032629 20325209 ccagtggtaaagttttattacaattt ttcacagtaagcaggcaatcc 321 G->A 68 Underhill et al. 2001
25 M27 L1 L1    20199034 cggaagtcaaagttatagttactgg cactgctgttctgtctaccaca 526 C->G 398 Underhill et al. 2001
26 M28 A3a A3a    20189227 gcttacttgggacacaggct agagaagttgtcatacgataatgg 332 T->G 277 Underhill et al. 2001
27 M30 B2b3 B2b3    20199203 gaaccagacaatacgaaatagaag tttagcggcttatctcattacc 486 G->A 132 Underhill et al. 2001
28 M31 A1a A1    20199142 gaaccagacaatacgaaatagaag tttagcggcttatctcattacc 486 G->C 71 Underhill et al. 2001
29 M32 A3 A3    20199824 ttgaaaaaatacagtggaac caagtgtttaaggatacaga 370 T->C 166 Underhill et al. 2001
30 M33 E1a E1    20199838 ttgaaaaaatacagtggaac caagtgtttaaggatacaga 370 A->C 180 Underhill et al. 2001
31 M34 E1b1b1c1 E3b3a    20200104 cacttcacatttgtttttagg  agtcattatttagtcattccag 372 G->T 131 Underhill et al. 2001
32 M35 E1b1b1 E3b    20201091 taagcctaaagagcagtcagag agagggagcaatgaggaca 513 G->C 168 Underhill et al. 2001
33 M36 H1a1 H1a    20210397 agatcatcccaaaacaatcataa aaggctgaaatcaatccaatctg 436 T->G 74 Underhill et al. 2001
34 M37 R1b1b2a R1b2    20210939 cagattggattgatttcagcctt agcatacaaaaaaaaaaaactgc 422 C->T 203 Underhill et al. 2001
35 M38 C2 C2    20201546 cagtttttagagaataatgtcct ttaaagaaaagaaaagcagatg 337 T->G 146 Underhill et al. 2001
36 M39 H1a3 H1c    20201636 cagtttttagagaataatgtcct ttaaagaaaagaaaagcagatg 337 C deletion 236 Underhill et al. 2001
37 M41=P210 E2a E2a    2723889 gtataataggctgggtgctg catgagttcaaatgattctt 218 G->T 117 Underhill et al. 2001
38 M42 BR BR rs2032630 20326228 aaagcgagagattcaatccag ttttagcaagttaagtcaccagc 340 A->T 297 Underhill et al. 2001
39 M43 B2a2a B2a2a    7643271 actaaaacaccattagaaacaaagg ctgagcaacatagtgacccc 309 A->G 77 Underhill et al. 2001
40 M44 E1a1 E1a    20212032 ctggcaccttctgatattttgag tgtgatttctatgtgtttgaggac 389 G->C 263 Underhill et al. 2001
41 M45 P P rs2032631 20327175 gctggcaagacacttctgag aatatgttcctgacaccttcc 352 G->A 109 Underhill et al. 2001
42 M47 J2a1 J2a    20210718 agatcatcccaaaacaatcataa aaggctgaaatcaatccaatctg 436 G->A 395 Underhill et al. 2001
43 M48 C3c C3c    20209269 aaacaatatgtatgctaattttgct tcaatgtaaatgttagtataaggatg 240 A->G 160 Underhill et al. 2001
44 M49 A2 A2 rs2032633 20328114 cggcaacagtgaggacagt  tgcttcaggagatagaggctc 354 T->C 229 Underhill et al. 2001
45 M50 O1a2 O1b rs2032632 20328060 cggcaacagtgaggacagt tgcttcaggagatagaggctc 354 T->C 175 Underhill et al. 2001
46 M51 A3b1 A3b1 rs34078768 20328251 gagcctctatctcctgaagc tgactgctctgttgcgaca 339 G->A 33 Underhill et al. 2001
47 M52 H1 H    20212587 actgtagcatggtcatctagggtg gacgaagcaaacatttcaagagag 534 A->C 477 Underhill et al. 2001
48 M54 E2b E2b rs2032620 20328652 cctcctctggtctgggttt tgtgtcaggactggttccat 360 G->A 164 Underhill et al. 2001
49 M55 D2 D2 rs2032621 20332126 cgtaggcgtttgacagcag cctttcttcgtaatcctccc 382 T->C 228 Underhill et al. 2001
50 M56 R1a1a R1a1a rs2032622 20332274 ccagaaactgaagtacaaatgc tctcattgctgcctctcttt 399 A->T 39 Underhill et al. 2001
51 M57 D2 D2    20211305 attgggaggaagtggtttctg  gttctgtatcttttccattatttgc 326  +1bp 133 Underhill et al. 2001
52 M58 E1b1a1 E3a1    20195692 tctctaacttctgtgagccac ggaaaaactaaactctaaatctct 327 G->A 224 Underhill et al. 2001
53 M59 A3a A3a    20328164 cggcaacagtgaggacagt tgcttcaggagatagaggctc 354 A->C 179 Underhill et al. 2001
54 M60 B B rs2032623 20337461-20337460 gcactggcgttcatcatct atgttcattatggttcaggagg 388  +1bp 242 Underhill et al. 2001
55 M61 L L rs34289137 20210837 attggattgatttcagccttc attttattttctgtgttccttgc 190 C->T 98 Underhill et al. 2001
56 M62 J1a J1    7643254 actaaaacaccattagaaacaaagg ctgagcaacatagtgacccc 309 T->C 60 Underhill et al. 2001
57 M63 A3b2 A3b2 rs2032625 20330026 ctcttcccttggttcctattc ttaggcagaagcatccacc 308 G->A 43 Underhill et al. 2001
58 M64.1 D2 D2 rs2032626 20362771 tatagaccctgactactcaagagaa ggtagccctttccagtctgt 325 A->G recurrent 279 Underhill et al. 2001
59 M64.2 R1a1c R1a1c rs2032626 20362771 tatagaccctgactactcaagagaa ggtagccctttccagtctgt 325 A->G recurrent 279 Underhill et al. 2001
60 M65 R1b1b2b R1b3    20365653 ttctgatgccagcttgttcg gctacgggattaaagtaaccttg 436 A->T 152 Underhill et al. 2001
61 M66 E1b1a6 E3a6 rs2032627 20340961 ctgtgtaacaccatcaagtgc acatcttctggagacatacttcc 415 A->C 135 Underhill et al. 2001
62 M67 J2a2 J2f rs2032628 20338197 ccatattctttatactttctacctgc  gtcttttcacttgttcgtggac 409 A->T 377 Underhill et al. 2001
63 M68 J2a3 J2b    20338088 ccatattctttatactttctacctgc gtcttttcacttgttcgtggac 409 A->G 268 Underhill et al. 2001
64 M69 H H rs2032673 20353446 ggttatcatagcccactatactttg atctttattccctttgtcttgct 257 T->C 222 Underhill et al. 2001
65 M70 T K2 rs2032672 20353269 ggttatcatagcccactatactttg atctttattccctttgtcttgct 257 A->C 45 Underhill et al. 2001
66 M71 A2 A2 rs2032638 20353835 ttgaattatagtcccttgcctc gcttcttttctgtgatggctg 328 C->T 197 Underhill et al. 2001
67 M72 I1b1 I1a3 rs2032637 20353795 ttgaattatagtcccttgcctc gcttcttttctgtgatggctg 328 A->G 157 Underhill et al. 2001
68 M73 R1b1b1 R1b4 rs2032634 20348262-20348263 cagaataataggagaatttttggt attttccttattttctaagcagc 361 2bp deletion 260 Underhill et al. 2001
69 M74=N12 P P rs2032635 20349155 atgctataataactaggtgttgaag  aattcagcttttaccacttctgaa 385 G->A 195 Underhill et al. 2001
70 M75 E2 E2 rs2032639 20349565 gctaacaggagaaataaattacagac  tattgaacagaggcatttgtga 355 G->A 296 Underhill et al. 2001
71 M76 L1 L1    20216704 tagaagtagcagattgggagagg cctgataaaatgaaaaaaatggtc 493 T->G 339 Underhill et al. 2001
72 M77 C3c C3c    20218526 cttttcttcccttagctgttcc gcaacaatgacaggtcaacc 371 C->T 129 Underhill et al. 2001
73 M78 E1b1b1a E3b1    20352691 cttcaggcattattttttttggt atagtgttccttcacctttcctt 301 C->T 197 Underhill et al. 2001
74 M81 E1b1b1b E3b2 rs2032640 20351960 acttaatttatagtttcaatccctca  ttcatggagatgtctgtatctgg 422 C->T 147 Underhill et al. 2001
75 M82 H1a H1 rs2032675 20353562-20353563 ctgtactcctgggtagcctgt aagaacgattgaacacactaactc 328  -2bp 179 Underhill et al. 2001
76 M83 M1b1b M2b rs2032641 20332675 gggaaaggagttatccagaaa aatgacccatgcttacttagc 503 C->T 120 Underhill et al. 2001
77 M84 E1b1b1c1a rs2032642 20357751 gcaatatacgtttctgcttcca cccactccaactgagttcaag 439 A del 48 Shen et al ,2000
78 M85 E2b1 E2b rs2032616 20355604 aacagaattatcaggaaaaggttt ttttacttgttcgtgtactttcaa 568 C->A 437 Underhill et al. 2001
79 M86 C3c C3c rs2032643 20365305 tcccattatttgctatatttgct tttctcatttaacttttctgaccc 324 T->G 85 Underhill et al. 2001
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(YCC2002) RefSNP ID Y-position Forward Primer Reverse Primer PCR Size(bp) Mutation Site Reference

80 M87 R1a1c R1a1c rs2032644 20365497 tcccattatttgctatatttgct tttctcatttaacttttctgaccc 324 T->C 277 Underhill et al. 2001
81 M88 O2a1 O2a1 rs2032645 20360237 attctagggtcaggcaactagg tgtttgttctattctatggtcttcc 314 A->G 166 Underhill et al. 2001
82 M89 F-R F-R rs2032652 20376701 agaagcagattgatgtcccact tccagttaggagatcccctca 527 C->T 347 Underhill et al. 2001
83 M90 E2b E2b rs2032646 20383717 tgatgtttcttcagtctttgagg aagatgaatcctgctaccacc 331 C->G 170 Underhill et al. 2001
84 M91 A A rs2032651 20366926 gagcttggactttaggacgg aaactttaaggcacttctggc 495 9T->8 T 368 Underhill et al. 2001
85 M92 J2a2a J2f1 rs2032648 20363411 ttgaatttcccagaattttgc ttcagaaactggttttgtgtcc 470 T->C 340 Underhill et al. 2001
86 M93 C3a C3a 20361893 aacaaaacaaaacaaaaatactgaa ggttcacttgaagatagtttaggtta 504 C->T 459 Underhill et al. 2001
87 M94 BR BR rs2032647 20397546 cacatggagaacagagaaatgc cttgtgaaatgttgtgaaagtgg 405 C->A 227 Underhill et al. 2001
88 M95 O2a O2a rs2032650 20397832 gagtggaaatcaagatgccaag gggctttctgtaacctggaga 480 C->T 172 Underhill et al. 2001
89 M96 E E rs9306841 20238386 gttgccctctcacagagcac aaggtcactggaaggattgc 440 G->C 70 Underhill et al. 2001
90 M97 H1a2 H1b    20238101 gttgccctctcacagagcac aaggtcactggaaggattgc 440 T->G 355 Underhill et al. 2001
91 M98 E2b E2b    20238622 gaatggggtgttacatggaga  cctattatgagagacctgttttcc 395 G->C 158 Underhill et al. 2001
92 M99 J2b2a J2e1a    20238682-20238684 gaatggggtgttacatggaga cctattatgagagacctgttttcc 395 1 bp deletion 96-98 Underhill et al. 2001
93 M101 O1a1a O1a    20176860 tcacagcagcttcagcaaa cctttttggatcatggttctt 460 C->T 154 Underhill et al. 2001
94 M102 J2b J2e1 rs2032608 20385500 aaactgggacacttgtaatgaat  gttttttgagtccttgtttattctt 480 G->C 301 Underhill et al. 2001
95 M103 O1a2 O1b rs2032609 20395526 cagtaagtgaactcacacataattcc ccagttttatttcagtttcacagc 463 C->T 259 Underhill et al. 2001
96 M105 C1 C1 rs2032612 20325879 gggaggcaacctaagaaag  aggtgaacgcattctgtcat 572 C->T 478 Underhill et al. 2001
97 M106 M1 M rs2032611 20325812 gggaggcaacctaagaaag  aggtgaacgcattctgtcat 572 A->G 411 Underhill et al. 2001
98 M107 E1b1b1b1 E3b2a rs2032613 20391026 caaaagcactcgggttcct ctttactcccacttatgcaacg 376 A->G 298 Underhill et al. 2001
99 M108.1 B2a2 B2a2 rs2032679 20392323 agatggagccagcagaaag acacagatgaattgaatgatggt 321 T->C recurrent 40 Underhill et al. 2001

100 M108.2 B2b3a B2b3a rs2032679 20392323 agatggagccagcagaaag acacagatgaattgaatgatggt 321 T->C recurrent 40 Underhill et al. 2001
101 M109 B2a1a B2a1    20233568 gggtatcaaatgtcttcaacct gggaatttcctgctacttgc 312 C->T 264 Underhill et al. 2001
102 M110 O1a2 O1b    20366485 cagggaaggaccgtaaaagg aacctttactgcacatgataaacat 389 T->C 241 Underhill et al. 2001
103 M111 O2a1 O2a1    20226693-20226694 aatcttctgcaaagggttcc  cagctacaaaacaaaatactggac 393 2bp (TT) deletion 188-189 Underhill et al. 2001
104 M112 B2b B2b    20227347 actttttccaacagttatttttga tatatttcttgatgatgagaccaat 445 G->A 286 Underhill et al. 2001
105 M113 O3a3b1 O3d1    20227521 actttttccaacagttatttttga tatatttcttgatgatgagaccaat 445 A->G 112 Underhill et al. 2001
106 M114 A2a A2a    20225151 ttaccacacagttgagtagttctaaa caaataaaattggagcggtta 434 T->C 387 Underhill et al. 2001
107 M115 B2b2 B2b2 20225698 agtttacagtcacatcaatttgga tcctttttctaccatatctctgttt 413 C->T 201 Underhill et al. 2001
108 M116.1 D2a D2b    20224669 aagtatgacttatgaagtacgaagaaa attcagttagattttacaatgagca 429 A -> T  176 Underhill et al. 2001
109 M116.2 E1b1a2 E3a2    20224669 aagtatgacttatgaagtacgaagaaa attcagttagattttacaatgagca 429 A -> C 176 Underhill et al. 2001
110 M117 O3a3c1 O3e1    20224700-20224703 aagtatgacttatgaagtacgaagaaa  attcagttagattttacaatgagca 429 4bp deletion 142-145 Underhill et al. 2001
111 M118 A3b2b A3b2b    20223353 attctaagtttcacttcctgatcc tagttccctaaattacgctacctc 478 A->T 109 Underhill et al. 2001
112 M119 O1a O1    20222073 gaatgcttatgaatttcccaga ttcacacaatatacaagatgtattctt 330 A->C 224 Underhill et al. 2001
113 M120 Q1a1 Q1    20366782 gagcttggactttaggacgg aaactttaaggcacttctggc 495 T->C 224 Underhill et al. 2001
114 M121 O3a1 O3a    20366741-20366745 gagcttggactttaggacgg  aaactttaaggcacttctggc 495 5 bp deletion 183-187 Underhill et al. 2001
115 M122 O3 O3    20224062 tggtaaactctacttagttgccttt cagcgaattagattttcttgc 393 T->C 73 Underhill et al. 2001
116 M123 E1b1b1c E3b3    20223974 tggtaaactctacttagttgccttt cagcgaattagattttcttgc 393 G->A 161 Underhill et al. 2001
117 M124 R2 P1    20223889 tggtaaactctacttagttgccttt cagcgaattagattttcttgc 393 C->T 246 Underhill et al. 2001
118 M125 D2a1 D2b1 rs2032614 20389674 gccaccctcttatgcctct tcaggagttatgtgaggaccc 367 T->C 301 Underhill et al. 2001
119 M126 R1b1b2h1 R1b5 rs2032615 20389651-20389654 gccaccctcttatgcctct tcaggagttatgtgaggaccc 367 4 bp deletion 277-280 Underhill et al. 2001
120 M127 A3b2 A3b2    20222661 tgaaaggaaatcagtgtaagagc  tgtaaaggtgactgtagttcagca 412 C->T 372 Underhill et al. 2001
121 M128 N1a N1    20227316-20227317 actttttccaacagttatttttga tatatttcttgatgatgagaccaat 445  -2bp 316-317 Underhill et al. 2001
122 M129 B2b3 B2b3    20177105 aatggcttactacaaagaacatttc tacacggtctctaccaaagaaga 255 G->A 221 Underhill et al. 2001
123 M131 C1 C1    20173766-20173774 cacacccagaatacaataatttt ctttttattctacaagtgtacattttc 306 9 bp deletion 93-101 Underhill et al. 2001
124 M132 E1a E1 rs2032617 20355649 aacagaattatcaggaaaaggttt ttttacttgttcgtgtactttcaa 568 G->T 482 Underhill et al. 2001
125 M133 O3a3c1 O3e1    20175715 tgaaatggaaatcaataaactcagt ccttttctttttctttaacccttc 211 1bp (T) deletion 116 Underhill et al. 2001
126 M134 O3a3c O3e    20175606 agaatcatcaaacccagaagg tctttggcttctctttgaacag 232  -1bp 54 Underhill et al. 2001
127 M135 A2 A2    20175681 tgaaatggaaatcaataaactcagt ccttttctttttctttaacccttc 211  +1bp 150 Underhill et al. 2001
128 M136 E1b1b1c1a E3b3a1 rs2032618 20353141 atgtgaagacaacactgtgtgg ttgtggtagtcttagttctcatgg 339 C->T 196 Underhill et al. 2001
129 M137 J2a4 J2c    20223846 tggtaaactctacttagttgccttt cagcgaattagattttcttgc 393 T->C 289 Underhill et al. 2001
130 M138 H1a3 H1c    20172243 aacttccaaaactgtgaaaagatt gattaaagcagccccttcag 442 C->T 291 Underhill et al. 2001
131 M139 BR BR    20165774 ttactgataatgccatattgttttg ttctcagacaccaatggtcct 459 5G->4G 401 Underhill et al. 2001
132 M141 A2 A2    20165365 catcttaaaatacatttcatagcttt gcttactattaggtctagcatcct 424 T->A 51 Underhill et al. 2001
133 M143 Q1a2 Q2    20349206 atgctataataactaggtgttgaag aattcagcttttaccacttctgaa 385 G->T 246 Underhill et al. 2001
134 M144 A3b A3b rs2032619 20384888 agcacaagggtcacattgag  aggacaaggctttttgttgtt 452 T->C 342 Underhill et al. 2001
135 M145=P205 DE DE rs3848982 20176596 ttcagcaagagtaagcaagagg  cctttttggatcatggttctt 208 G->A 166 Underhill et al. 2001
136 M146 B1a B1    20238639 gaatggggtgttacatggaga  cctattatgagagacctgttttcc 395 A->C 141 Underhill et al. 2001
137 M147 K1 K3    20221470 gtattctggggcaattttagg ttgatacaagaggttattttaagca 439 1 bp insertion (extra T) 116 Underhill et al. 2001
138 M148 E1b1b1a3a E3b1a    20355481 aacagaattatcaggaaaaggttt ttttacttgttcgtgtactttcaa 568 A->G 314 Underhill et al. 2001
139 M149 E1b1a3 E3a3    20355636 aacagaattatcaggaaaaggttt ttttacttgttcgtgtactttcaa 568 G->A 469 Underhill et al. 2001
140 M150 B2a B2a    20328907 gcagtggagatgaagtgagac cctactttccccctcttctg 289 C->T 146 Underhill et al. 2001
141 M151 D2a2 D2b2    20352022 acttaatttatagtttcaatccctca ttcatggagatgtctgtatctgg 422 G->A 209 Underhill et al. 2001
142 M152 B2a1a B2a1    20327456 aagctattttggtttcctttca gccttgtgtgggtatgattg 287 C->T 101 Underhill et al. 2001
143 M153 R1b1b2c R1b6    20165748 ttactgataatgccatattgttttg ttctcagacaccaatggtcct 459 T->A 427 Underhill et al. 2001
144 M154 E1b1a4 E3a4    20352065 acttaatttatagtttcaatccctca  ttcatggagatgtctgtatctgg 422 T->C 252 Underhill et al. 2001
145 M155 E1b1a5 E3a5    20195719 tctctaacttctgtgagccac ggaaaaactaaactctaaatctct 327 G->A 251 Underhill et al. 2001
146 M156 E1b1a6 E3a6    20176615 ttcagcaagagtaagcaagagg  cctttttggatcatggttctt 208 A->G 147 Underhill et al. 2001
147 M157 R1a1b R1a1b    20327242 gctggcaagacacttctga aatatgttcctgacaccttcc 352 A->C 176 Underhill et al. 2001
148 M158 J2a5 J2d    20175754 tgaaatggaaatcaataaactcagt ccttttctttttctttaacccttc 211 G->A 77 Underhill et al. 2001
149 M159 O3a3a O3c    20210828 attggattgatttcagccttc attttattttctgtgttccttgc 190 A->C 89 Underhill et al. 2001
150 M160 R1b1b2h2 R1b7    20348253 cagaataataggagaatttttggt  attttccttattttctaagcagc 361 A->C 251 Underhill et al. 2001
151 M161 I2a2a I1b2a    20176903 tcacagcagcttcagcaaa cctttttggatcatggttctt 460 C->A 111 Underhill et al. 2001
152 M162 O3a3c1a O3e1a    8680323 gaacttgtcgggaggcaat tgatacacttcctcctttagtgg 288 C->C/T 202 Underhill et al. 2001
153 M163 J2a2b J2f2    20189745 gcagcatataaaactttcagg aaaacctaactttgctcaagc 340 A->C 168 Underhill et al. 2001
154 M164 O3a2 O3b    20216694 tagaagtagcagattgggagagg cctgataaaatgaaaaaaatggtc 493 T->C 329 Underhill et al. 2001
155 M165 E1b1b1b2 E3b2b    20326047 aaagcgagagattcaatccag  ttttagcaagttaagtcaccagc 340 A->G 132 Underhill et al. 2001
156 M166 J2a2b J2f2    20224082 tggtaaactctacttagttgccttt cagcgaattagattttcttgc 393 G->A 53 Underhill et al. 2001
157 M168 CR CR rs2032595 13323385 agtttgaggtagaatactgtttgct aatctcataggtctctgactgttc 473 C->T 371 Underhill et al. 2001
158 M169 B2b2 B2b2 rs2032594 13323111 agtttgaggtagaatactgtttgct ccagggccccgagggactctt 473 T->C 97 Underhill et al. 2001
159 M170 I I rs2032597 13357186 tgcttcacacaaatgcgttt ccaattactttcaacatttaagacc 405 A->C 327 Underhill et al. 2001
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160 M171 A3b2a A3b2a    13323454 agtttgaggtagaatactgtttgct  ccagggccccgagggactctt 473 G->C 440 Underhill et al. 2001
161 M172 J2 J2 rs2032604 13479028 ttgaagttacttttataatctaatgctt ataatttattactttacagtcacagtgg 345 T->G 197 Underhill et al. 2001
162 M173=P241 R1 R1 rs2032624 13535818 aagaaatgttgaactgaaagttgat aggtgtatctggcatccgtta 417 A->C 191 Underhill et al. 2001
163 M174 D D rs2032602 13463674 acatctcagatcgttgtttggt  aaaaagccatgcaattacctg 348 T->C 219 Underhill et al. 2001
164 M175 O O rs2032678 14018100-14018104 ttgagcaagaaaaatagtaccca ctccattcttaactatctcaggga 444  -5bp 84-88 Underhill et al. 2001
165 M178 N1c1 N3a    20201143 taagcctaaagagcagtcagag cagagggagcaatgaggaca 514 T->C 220 Underhill et al. 2001
166 M179 D2 rs2032596 13348094 attatgcagaattaagatgaccag agacaggttcacatcactaatgg 426 C->T 316 Underhill et al. 2001
167 M180=P88 E1b1a rs2032598 13359735 acactactgtgctgtaatttgtgaa tggtaagatttctctacatgaacag 447 T->C 402 Underhill et al. 2001
168 M181 B B rs2032599 13360948 gcttttatttattctacttttgttttt  aacaatgaccaattctttttcat 294 T->C 130 Underhill et al. 2001
169 M182 B2 B2 rs2032601 13378470 tattcaaagacttaaagcagtggtta  ggaatcatcttgtaactaagttatcct 364 C->T 38 Underhill et al. 2001
170 M183 E1b1b1b2 rs2032600 13398177 actgggtaaatatgactatgattgag ttccttttaacctattattactttcc 427 A->C 324 Underhill et al. 2001
171 M184=USP9Y+3178 T rs20320 13407557 cactttattttagtctgtgtctttttc aaacttagtaacatctatttctcctct 305 G->A 62 Underhill et al. 2001
172 M185 L rs2032607 13414253 ggagtacctatcactgaatgtgc gtcattcatttctgcttggaac 430 C->T 89 Underhill et al. 2001
173 M186 M1 M rs2032681 13432855 ttgcatttactgttctagagagttct gtacttactttaatgagattagcac 365 1 bp deletion 62 Underhill et al. 2001
174 M188 O3a3b1 rs2032605 13434263 gtattccctttgaagaaacatattg aagtccatcacaagttaattttttc 401 C->T 185 Underhill et al. 2001
175 M189 M1 M rs2032606 13455099 actctcagcttatgtttgtcattg gcttttggtacactctgctttt 378 G->T 191 Underhill et al. 2001
176 M190 A3b A3b rs2032603 13477921 ctctgtcacaagtaaggaaatgat ctgtccattggtagccttttt 346 A->G 73 Underhill et al. 2001
177 M191=P86 E1b1a7 rs2032590 13529007 ttgcatttgtcatggttggt gccaggataattttttgtattttc 429 T->G 342 Underhill et al. 2001
178 M192 B2b rs2032662 13523656 catgggctgctgacatttt aaatccttttggtttgtttgttt 457 C->T 202 Underhill et al. 2001
179 M193 T rs2032676 13523900-13523899 gcctggatgaggaagtgag gccttctccatttttgacct 426 4 bp insertion 56 Underhill et al. 2001
180 M194 Q1a3a2 Q3b rs2032677 13523944 gcctggatgaggaagtgag gccttctccatttttgacct 426 T->C 101 Underhill et al. 2001
181 M195 E1b1a6 rs2032680 13525930 ccactcagctttcctcaggt cgttcgtttagtcataagatcg 515 A->G 430 Underhill et al. 2001
182 M196 A2 A2 rs2032591 13540076 ttagacaacttactactttgatgtcct taaacattacatgagaaattgctgt 445 C->G 330 Underhill et al. 2001
183 M197 H1a1 rs2032610 13534992 tcagacagtttagttggttacttcc aagacacatcctcagctaatcttt 408 T->C 105 Underhill et al. 2001
184 M198 R1a1 rs2020857 13540146 tgaggtggaatgtatcagtatacc tgatttcaaggatttgttagtctt 444 C->T 45 Underhill et al. 2001
185 M199 Q1a3a3 Q3c rs2032589 13540505-13540504 tgaggtggaatgtatcagtatacc tgatttcaaggatttgttagtctt 444 1 bp insertion (extra G) 404 Underhill et al. 2001
186 M200 E2b1a rs2032593 13540810 ggcttacacttgcagactttg ggagaaatgtacaagagtctaaacc 429 G->A 318 Underhill et al. 2001
187 M201 G G rs2032636 13536923 tatgcatttgttgagtatatgtc gttctgaatgaaagttcaaacg 326 G->T 136 Underhill et al. 2001
188 M202 A3b2 rs2032649 13538886 ggaattgcagggtttaagc  gccacccacctgtaatcc 392 T->G 259 Underhill et al. 2001
189 M203 DE DE rs2032653 14100931 gagtgccaagctgaggatga aaattctgctgtgctctcca 503 G->C 248 Underhill et al. 2001
190 M204 R1a1c rs2032655 14100595 aaggggcgaagtattccag tgaagaggagtctgttagcctg 286 T->G 234 Underhill et al. 2001
191 M205 J2b1 rs2032657 14096903 gtataatactgtggttggaaagca ccaaactatgtgataataaatggg 541 T->A 78 Underhill et al. 2001
192 M206 A2 A2 rs2032656 14096856 gtataatactgtggttggaaagca ccaaactatgtgataataaatggg 541 T->G 31 Underhill et al. 2001
193 M207 R R rs2032658 14091377 aggaaaaatcagaagtatccctg caaaattcaccaagaatccttg 423 A->G 79 Underhill et al. 2001
194 M208 C2a rs2032659 14085597 ataaatacaaaatcacctgatggat ttaaacagcgaaattactaacaaaa 507 C->T 352 Underhill et al. 2001
195 M209 O3a3b1 rs2032661 14085184 cactgtcttccacaatggttg aggtgattttgtatttatcttccc 550 A->G 471 Underhill et al. 2001
196 M210 C4a rs2032660 14085174 cactgtcttccacaatggttg aggtgattttgtatttatcttccc 550 A->T 461 Underhill et al. 2001
197 M211 B2b4b B2b4b rs2032663 14054008 caattcactatttgaggaatcca gaagtctctgatttatttggcag 538 C->T 381 Underhill et al. 2001
198 M212 A2 rs2032664 14036089 tataatcaagttaccaattactggc ttttgtaacattgaatggcaaa 409 C->A 234 Underhill et al. 2001
199 M213=P137 F-R F-R rs2032665 14036145 tataatcaagttaccaattactggc ttttgtaacattgaatggcaaa 409 T->C 290 Underhill et al. 2001
200 M214 NO O rs2032674 13981319 tattacaaaatatggaaacaaggc gaaatgccacttcactccag 460 T->C 404 Underhill et al. 2001
201 M215 E1b1b rs2032654 13977218 gtaaaactcagatatatacatcccatg aaaaaaaaagaatcactatcttaacg 386 A->G 163 Underhill et al. 2001
202 M216 C C rs2032666 13946958 ctcaaccagtttttatgaagctag gagagtctgaactaatgtgtcttgt 557 C->T 54 Underhill et al. 2001
203 M217 C3 C3 rs2032668 13946727 gcttatttttagtctctcttccat acctgttgaatgttacatttcttt 461 A->C 219 Underhill et al. 2001
204 M218 B2a1 rs2032671 13946457 ttgtgagtttttttccatcaatc tttattgacgatggtattagaagag 482 C->T 380 Underhill et al. 2001
205 M219 A3b2 rs2032669 13946309 ttgtgagtttttttccatcaatc tttattgacgatggtattagaagag 482 T->C 232 Underhill et al. 2001
206 M220 A3b A3b rs2032670 13946444 ttgtgagtttttttccatcaatc tttattgacgatggtattagaagag 482 A->G 367 Underhill et al. 2001
207 M221 J2b rs2032667 13945710 gggaaatgtgaaaggaaaata ttaaacttttataacactgacagaaac 324 G->A 200 Underhill et al. 2001
208 M223 I2b    20176695 ttcagcaagagtaagcaagagg cctttttggatcatggttctt 208 C->T 67 Underhill et al. 2001
209 M224 E1b1b1a1a    20352687 cttcaggcattattttttttggt atagtgttccttcacctttcctt 301 T->C 193 Underhill et al. 2001
210 M226 S1d  rs9341275 14100841 gagtgccaagctgaggatg tccttgcagccgctgaggag 380 C->T 158 Kayser ey al., 2006
211 M227 I1b rs9341274 14100840 gagtgccaagctgaggatg tccttgcagccgctgaggag 380 C->G 157 Underhill et al. 2001
212 M230 S  rs9341277 13990766 gattttaacaatatatacatggcca acattattagtatgtaaatcttcattgc 164 A->T 82 Kayser et al., 2003
213 M231 N rs9341278 13979118 cctattatcctggaaaatgtgg attccgattcctagtcacttgg 331 G->A 110 Cinnioglu et al., 2004
214 M236 B1    2709696 tgaggcggagtctcgctctg atgatgctcaggactcagacct 329 G->C 108 Cruciani et al., 2002
215 M241 J2b2 rs8179022 13527853 aactcttgataaaccgtgctg tccaatctcaattcatgcctc 366 G->A 57 Cinnioglu et al., 2004
216 M242 Q rs8179021 13527976 aactcttgataaaccgtgctg tccaatctcaattcatgcctc 366 C->T 180 Cinnioglu et al., 2004
217 M253 I1 rs9341296 13532101 gcaacaatgagggtttttttg cagctccacctctatgcagttt 400 C->T 283 Cinnioglu et al., 2004
218 M254 S1  rs9341297 13532157-13532156 tccttgtttactatgatgcttgc cagctccacctctatgcagtt 92 or 110 18bp insertion between 30/31 Kayser et al., 2006
219 M258 I rs9341301 13532758 tatatagcatatgttaaatgtttaggt gacttttgaataatttgcatctttc 475 T->C 123 Rootsi et al., 2004
220 M267 J1 rs9341313 21151206 ttatcctgagccgttgtccctg tgtagagacacggttgtaccct 287 T->G 148 Cinnioglu et al., 2004
221 M269 R1b1c rs9786153 21148755 ctaaagatcagagtatctccctttg aaattgttttcaatttaccag 379 C->T 358 Cruciani et al., 2002
222 M272 T rs9341308 21148163 caggaggggaccatgtttt cagcaaagatttaatggacattt 496 A->G 212 Shen et al., 2004
223 M274 L2b rs9341310 21147189 gccatgcccaagaataaag ctaaacatgcttcaaggcttc 457 C->T 47 Regueiro et al ., 2006
224 M280 J2b2b rs13447367 20338150 ccatattctttatactttctacctgc gtcttttcacttgttcgtggac 409 G->A 330 Semino et al., 2004
225 M281 E1b1b1d rs13447370 20223888 tggtaaactctacttagttgccttt cagcgaattagattttcttgc 393 G->A 247 Semino et al., 2002
226 M284 I2b1    21159845-21159848 ggcagttttcatttaagcaga agcgaaactttcagcacttc 399 ACAA delition 104 Rootsi et al., 2004
227 M285 G1 rs13447378 21151128 ttatcctgagccgttgtccctg tgtagagacacggttgtaccct 287 G->C 70 Cinnioglu et al., 2004
228 M286 G2a2 rs13447379 21151187 ttatcctgagccgttgtccctg tgtagagacacggttgtaccct 287 G->A 129 Cinnioglu et al., 2004
229 M287 G2b rs13447380 21151158 ttatcctgagccgttgtccctg tgtagagacacggttgtaccct 287 A->T 100 Cinnioglu et al., 2004
230 M288 B1    2709694 tgaggcggagtctcgctctg atgatgctcaggactcagacct 329 C->A 110 Cruciani et al., 2002
231 M289 J2a6 rs13447368 20338096 ccagtcagcagtacaaaagttg gcatttctttgattatagaagcaa 387 G->A 227 Shen et al., 2004
232 M290 E1b1b1c1b rs13447369 20338213 ccagtcagcagtacaaaagttg gcatttctttgattatagaagcaa 387 C->T 344 Shen et al., 2004
233 M294 CR rs9341317 21154333 catggtccaagcaatttatttttg gctggctaatacttccacagag 507 C->T 305 Shen et al., 2004
234 M295 L rs9341318 21154439 catggtccaagcaatttatttttg gctggctaatacttccacagag 507 T->C 411 Shen et al., 2004
235 M296 M1  rs9341319 21154509 gattgggggaaatagttttagg cactatgtgtggactaagccag 536 C->T 165 Kayser et al., 2006
236 M299 BR rs13447347 21157894 cggacttggtctgtgcttttc tgatctgtcacaatggcagt 483 T->G 127 Shen et al., 2004
237 M300 O3a5 rs13447348 21158586 caggcaggtctactttcaatct gtcaaacactgcaattcaaaac 500 G->A 153 Shi et al., 2005
238 M304 J rs13447352 21159241 caaagtgctgggattacagg cttctagcttcatctgcattgt 527 A->C 421 Cinnioglu et al., 2004
239 M305 A3b2 rs13447353 21159562 aacttgtgaaacaactggtgat attacatttgttgcctctgctt 545 C->T 331 Shen et al., 2004
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240 M306 R rs1558843 21159971 ggcagttttcatttaagcaga agcgaaactttcagcacttc 399 C->A 231 Regueiro et al.,  2006
241 M307 I1 rs13447354 21160339 ctttcattacttggggataagc gaacgaatgtgctgtattgtgc 307 G->A recurrent 202 Rootsi et al., 2004
242 M314 J2b rs13447442 21162467 gtttccagactgttcagagg actttggcaaaatcaactttgt 456 A->C 419 Shen et al., 2004
243 M317 L2 rs13447360 21164059 ctttcctactgtgataacgtc ccttaataaccgaggcacaa 292/290 GA del 168 Sengupta et al., 2006
244 M318 J2a7 rs13447372 21154381 catggtccaagcaatttatttt gctggctaatacttccacagag 507 T->C 353 Shen et al., 2004
245 M319 J2a8 rs13447373 13977179 gtaaaactcagatatatacatcccatg aaaaaaaaagaatcactatcttaacg 386 T->A 124 Shen et al., 2004
246 M320 T1 rs13447374 13540161 tgaggtggaatgtatcagtatacc tgatttcaaggatttgttagtctt 444 T->G 60 Shen et al., 2004
247 M321 J2b2c rs13447375 13540272 tgaggtggaatgtatcagtatacc tgatttcaaggatttgttagtctt 444 C->T 171 Shen et al., 2004
248 M322 J2a1 rs13447376 13979134 cctattatcctggaaaatgtgg attccgattcctagtcacttgg 331 C->A 126 Shen et al., 2004
249 M323 Q1a6 rs13447377 20327106 gctggcaagacacttctga aatatgttcctgacaccttcc 352 C->T 40 Shen et al., 2004
250 M324 O3a rs13447361 2881786 tgatagaaggcaagagggag aacaaattgatttccagggat 418 G->C 379 Shi et al., 2005
251 M327 J2a2a1    20363475 ttgaatttcccagaattttgc ttcagaaactggttttgtgtcc 470 T->C 404 Semino et al., 2004
252 M329 E1b1c    2935527 ccagtcttcattccctcatc gctgtcaaggtggattgttt 358 G->C 289 Semino et al., 2004
253 M333 O3a6    13356860-13356909 tgcttcacacaaatgcgttt ccaattactttcaacatttaagacc 405 or 406 G insertion 51 Shi et al., 2005
254 M335 R1b1c    13535789 aagaaatgttgaactgaaagttgat aggtgttatctggcatccgtta 417 T->A 162 Cinnioglu et al., 2004
255 M339 J2a9    2941367 aggcaggacaactgagagca cacttcccaggatcaagcaat 517 T->G 285 Cinnioglu et al., 2004
256 M340 J2a10    20338087 ccagtcagcagtacaaaagttg gcatttctttgattatagaagcaa 386 G->C 218 Cinnioglu et al., 2004
257 M342 G1    21653330 agagagttttctaacagggcg tgggaatcacttttgcaact 173 C->T 52 Cinnioglu et al., 2004
258 M343 R1b rs9786184 2947824 tttaacctcctccagctctgca acccccacatatctccagg 424 C->A 402 Cinnioglu et al., 2004
259 M346 Q1a3    2947155 agatgggaaaggcagccaa tctgtccacatgtgtccgtg 419 C->G 33 Sengupta et al., 2006
260 M347 C4 2937478 aagtggagggtatgtttcagcc ggcaacaataggcagatggctc 558 A->G 374 Hudjashov, 2007
261 M349 L2a    2953277 tgggattaaaggtgctcatg caaaattggtaagccattagct 493 G->T 209 Cinnioglu et al., 2004
262 M353 M2 15818661 gaatggctcatggctgaact tactatcagggcccaccaag 215 G->A 131 Kayser et al., 2006
263 M356 C5    2948203 ccccgttttttcctctctgcc cacgtaacctgggatggtcata 459 C->G 185 Hudjashov, 2007
264 M357 L3    2948252 ccccgttttttcctctctgcc cacgtaacctgggatggtcata 459 C->A 234 Sengupta et al., 2006
265 M365 J1b    2948678 ccttcatttaggctgtagctgc tgtatctttagttgagatgg 274 A->G 246 Cinnioglu et al., 2004
266 M367 J1e1    2948628 ccttcatttaggctgtagctgc tgtatctttagttgagatgg 274 A->G 196 Cinnioglu et al., 2004
267 M368 J1e1    2948632 ccttcatttaggctgtagctgc tgtatctttagttgagatgg 274 A->C 200 Cinnioglu et al., 2004
268 M369 J1e2    2948477 ccttcatttaggctgtagctgc tgtatctttagttgagatgg 274 G->C 45 Cinnioglu et al., 2004
269 M370 H1b    2948598 ccttcatttaggctgtagctgc tgtatctttagttgagatgg 274 C->G 166 Cinnioglu et al., 2004
270 M377 G2c    13536827 tatgcatttgttgagtatatgtc gttctgaatgaaagttcaaacg 326 A->G 40 Sengupta et al., 2006
271 M378 Q1b    13536901 tatgcatttgttgagtatatgtc gttctgaatgaaagttcaaacg 326 A->G 114 Sengupta et al., 2006
272 M379 I2b2    13536923-13536924 tatgcatttgttgagtatatgtc gttctgaatgaaagttcaaacg 326 GT del 136-137 Sengupta et al., 2006
273 M387 M2 2800274 ggtgagcttcctgcctcagtatc tgtgggtttacgggaatgag 459 T->G 138 Kayser et al., 2006
274 M390 J1c    2948678 ccttcatttaggctgtagctgc tgtatctttagttgagatgg 275 A ins 246 Semino et al., 2004
275 M407 C3d    2810408 gttataccctgctctaaagtgcttc gtagagatggggcttcaccgtgttac 418 A->G 149 Sengupta et al., 2006
276 M410 J2a    2811678 caatcattgaccttaagtctgagtccc actggatacctttctaggaagaattg 395 A->G 115 Sengupta et al., 2006
277 M419 J2a11    13977300-13977304 gtaaaactcagatatatacatcccatg aaaaaaaaagaatcactatcttaacg 386/381 AAAAG del 244 Sengupta et al., 2006
278 M427 F2    17601991 ccttcacttcaagactgcttc taaggaagcaaaatgtctgctg 400 C->T 229 Sengupta et al., 2006
279 M428 F2    17601953 ccttcacttcaagactgcttc taaggaagcaaaatgtctgctg 400 G->A 267 Sengupta et al., 2006
280 M450 I1 rs17316597 7608915 aggtctggcatgagccttcc agtactgcaagagattgagcc 341 G->A 193 Underhill et al. 2007
281 YAP DE DE    caggggaagataaagaaata aagccactattagacaacct 599(Alu+) Alu- ->Alu+ Hammer and Horai 1995
282 P1 E1b1a E3a    20071555 aggagaagtgggagtaaga actgctaaaaggggatggat 858 C->T 230 Hammer et al. 1998
283 P2 E1b1 E3    20070219 gatgcaaatgagaaagaact ctaaaaactggagggagaaa 536 C->T 153 Hammer et al. 1998
284 P3 A2 A2    20069973 gatgcaaatgagaaagaact ctaaaaactggagggagaaa 536 G->A 397 Hammer et al. 1998
285 P4 A2 A2    21907102 tggtctcaggaagtttttgc gagagtcataatgccgacgt 160 C->T 108 Hammer et al. 2001
286 P5 A2 A2    20303745 aacccctgccacaaatacat tctggaacccctggagagatc 624 C->T 36 YCC, 2002
287 P6 B2b1 B2b1    6828265 ctgaaggtggccatttctta ccatctggctcaatggttag 122 G->C 83 Hammer et al. 2001
288 P7 B2b4 B2b4    25750998; 25030181; 23396433   atgcctacaaaatgacac ccaacaatatgtcacaatctc 327 T->C 60 Hammer et al. 2001
289 P8 B2b4a B2b4a    22456047; 22720971; 21958753 agggagatgagaagacac cgtggcatcttgtcatgtct 661 G->A 461 Hammer et al. 2001
290 P9.1 CR CR    13435843 tgtggtaagtgtagtttcaa tctggactggaaacataa 475 C->A 319 Hammer et al. 2001
291 P9.2 E1b1a7a1 13435843 tgtggtaagtgtagtttcaa tctggactggaaacataa 475 A->C 319 present paper
292 P12 D2a1a1 D2a    25030206, 23396458 atgcctacaaaatgacac ccaacaatatgtcacaatctc 327 A->G 84 YCC, 2002
293 P14 F-R F-R    15907992 tttcagagtttctctact tttttttttaatatgaggg 741 C->T 361 Hammer et al. 2000
294 P15 G2a G2    21653414 agagagttttctaacagggcg tgggaatcacttttgcaact 191 C->T 138 Hammer et al. 2000
295 P16 G2a1 G2a    19434578; 19128376 aggctccatctgtagcacac taaccttatagaccaaccccg 169 A->T 105 Hammer et al. 2000
296 P18 G2a1a G2a1    25751219; 25029753; 23396005 tggatctgattcacaggtag ccaacaatatgtcacaatctc 697 C->T 208 YCC, 2002
297 P19 I I    22456063; 22720988; 21958769 agggagatgagaagacac cgtggcatcttgtcatgtct 661 T->G 478 Hammer et al. 2001
298 P20 G1a G1    25029911; 23396163 tggatctgattcacaggtag ccaacaatatgtcacaatctc 697 C del 158 YCC, 2002
299 P21 N1c1a N3a1    25031163; 23397415 tagccctttgtcttgattacag gtgctaggtccaaatatg 819 C->A 759 YCC, 2002
300 P22=M104 M1b1 M2    8679592 gcttcaggaacttgtcgg aggacccaattattgcacac 369 G/A->A 169 Hammer et al. 2001
301 P25 R1b1 R1b rs150173 23396703; 25030451;   25751227 atgcctacaaaatgacac ccaacaatatgtcacaatctc 327 C->A 79 Hammer et al. 2001
302 P27.1 P P rs9786896 8680377, 8679538 gcttcaggaacttgtcgg aggacccaattattgcacac 369 G/G->G/A 115 Hammer et al. 2001
303 P27.2=DYS257 O3a1 rs9786896 8680377, 8679538 gcttcaggaacttgtcgg aggacccaattattgcacac 369 G/G->G/A 115 Shi et al., 2005
304 P28 A2b A2b    20340503 gaagcaatactctgaaaagt tttggagggacattattctc 519 C->T 410 Hammer et al. 2001
305 P29 E E    13007215 ggtgggctgtttgaaaaaga agccaaataccagtcgtcac 684 A->C 534 YCC, 2002
306 P30 I1 I1a    13006761 ggtgggctgtttgaaaaaga agccaaataccagtcgtcac 684 G->A 80 YCC, 2002
307 P31 O2 O2    13005251 taaggctgcgtgttccctat gcactgtcactgtggatgtt 703 T->C 126 Hammer et al. 2001
308 P32 B2a1a B2a1    13005252 taaggctgcgtgttccctat gcactgtcactgtggatgtt 703  -T 127 YCC, 2002
309 P33 C2a1 C2a    25031122;  23397374; 25750056 tagccctttgtcttgattacag gtgctaggtccaaatatg 819 T->C 718 Hammer et al. 2001
310 P34 M1a M1    22076575; 22100115; 22456098 agggagatgagaagacac cgtggcatcttgtcatgtct 661 G->A 512 YCC, 2002
311 P35 M1 M    25750785; 25030393; 23396645 tggatctgattcacaggtag ccaacaatatgtcacaatctc 697 T->C 641 YCC, 2002
312 P36.1 A2    13006449 tgaaggacagtaagtacaca taagtccattgatctacaga 637 G->A 217 Hammer et al. 2003
313 P36.2 Q1 Q    13006449 tgaaggacagtaagtacaca taagtccattgatctacaga 637 G->A 217 YCC, 2002
314 P37.1 D2 D2    13001692 cgtctatggccttgaaga tccgaaaatgcagacttt 447 T->C 135 YCC, 2002
315 P37.2 I2a I1b    13001692 cgtctatggccttgaaga tccgaaaatgcagacttt 447 T->C 135 YCC, 2002
316 P38 I I1    12994387 ggagaaaaggtgagaaacc ggacaaggggcagatt 491 A->C 197 YCC, 2002
317 P39 C3b C3b    12994589 ggagaaaaggtgagaaacc ggacaaggggcagatt 491 G->A 399 YCC, 2002
318 P40 I1 I1a1    12994402 ggagaaaaggtgagaaacc ggacaaggggcagatt 491 C->T 212 YCC, 2002
319 P41.1 D2 D2    13001679 cgtctatggccttgaaga tccgaaaatgcagacttt 447 T->C 122 YCC, 2002
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320 P41.2 =M359 I2a1 I1b1    13001679 cgtctatggccttgaaga tccgaaaatgcagacttt 447 T->C 122 YCC, 2002
321 P42 D2a1a D2a    12991737 gcccacttgaactcca aggaatgtaagtcagctctg 481 G->A 245 YCC, 2002
322 P43 N1b N2    20340361 gaagcaatactctgaaaagt tttggagggacattattctc 519 G->A 268 YCC, 2002
323 P44 C3 C3    13005259 taaggctgcgtgttccctat gcactgtcactgtggatgtt 703 G->A 134 YCC, 2002
324 P45 E2b1a1    20340135 gaagcaatactctgaaaagt tttggagggacattattctc 519 G->A 42 Hammer et al. 2003
325 P46 E1b1a    20340240 gaagcaatactctgaaaagt tttggagggacattattctc 519 C->T 147 Hammer et al. 2003
326 P47 D3a    13007176 ggtgggctgtttgaaaaaga agccaaataccagtcgtcac 684 C->T 495 Hammer et al. 2003
327 P48 Q1a4    13006660 tgaaggacagtaagtacaca taagtccattgatctacaga 637-638 T ins 428 Hammer et al. 2003
328 P49 O2b    13006415 tgaaggacagtaagtacaca taagtccattgatctacaga 637 A->T 183 Hammer et al. 2003
329 P50 B2a1a 13005250 taaggctgcgtgttccctat gcactgtcactgtggatgtt 703 G del 125 Hammer et al. 2003
330 P51 M1a1    13002050 aaagtctgcattttcgga acagaatgaacacacaatgc 350 T->C 64 present paper
331 P53.1 C3e 13001657 gatgtcaccttccgtcta acatggtcatctgtagctcc 476 T->C 112 present paper
332 P53.2 D2a1b1    13001657 gatgtcaccttccgtcta acatggtcatctgtagctcc 476 T->C 112 present paper
333 P54 C2a2 13001667 gatgtcaccttccgtcta acatggtcatctgtagctcc 476 A->G 122 present paper
334 P55 C6 12998960 tcatacctattggattgttc tgtctctgatacagggtgg 367 C->A 142 present paper
335 P56 J1d 12997346 atggataattgatagataaatat cctacctatcatactattctcaa 524 A->G 143 Hammer et al. 2003
336 P57 S1a    12997074 agctgcattcctcatgg aatcacctatcatgtcattatc 519 T->G 312 Hammer et al. 2003
337 P58 J1e rs34043621 12996675 acgtcacccatctcaac ggacaaggggcagatt 306 T->C 189 Hammer et al. 2003
338 P59 E1b1a8a2 12994545 ggagaaaaggtgagaaacc ggacaaggggcagatt 491 A->G 355 Hammer et al. 2003
339 P60 K2    12994479 ggagaaaaggtgagaaacc ggacaaggggcagatt 491 T->C 289 Hammer et al. 2003
340 P61 S1b    12992202 ccacttccctctcacca cctatcaccttgtgatgagt 525 G->A 275 present paper
341 P62 C3f 20303337 aacccctgccacaaatacat tctggaacccctggagagatc 624 C ins 443 present paper
342 P63 N1b1    20303215 aacccctgccacaaatacat tctggaacccctggagagatc 624 C ins 566 Hammer et al. 2003
343 P65 E1b1b1a2b 25030262 tggatctgattcacaggtag ccaacaatatgtcacaatctc 697 C->A 510 present paper
344 P66 R1b1b2f    25030321 tggatctgattcacaggtag ccaacaatatgtcacaatctc 697 G->A 569 present paper
345 P67 N1c1b 25030358 tggatctgattcacaggtag ccaacaatatgtcacaatctc 697 T->C 606 Hammer et al. 2003
346 P68 E2 13435749 tgtggtaagtgtagtttcaa tctggactggaaacataa 475 G->A 290 Hammer et al. 2003
347 P69 P rs7892898 13435814 tgtggtaagtgtagtttcaa tctggactggaaacataa 475 T->C 225 Hammer et al. 2003
348 P70 B2b4a 20071656 aggaagaatactagtttcct aagccactattagacaacct 912 G->A 266 Hammer et al. 2003
349 P71 A3b1a 20071466 aggaagaatactagtttcct aagccactattagacaacct 912 T->C 457 present paper
350 P72 E1b1b1f 20070241 gatgtcagcaatggagtgta ctgagatttggctatggtgc 1810 G->A 794 Hammer et al. 2003
351 P75 E1b2    20340386 gaagcaatactctgaaaagt tttggagggacattattctc 519 G->A 293 Hammer et al. 2003
352 P76 G1b 20340415 gaagcaatactctgaaaagt tttggagggacattattctc 519 G->C 322 present paper
353 P77 T2 13435596 tgtggtaagtgtagtttcaa tctggactggaaacataa 475 G->A 72 Hammer et al. 2003
354 P78 I2b3    6800387 ttgtttgcctcgcttgtg tctgagaatagtcaagatgt 1135 C->T 248 present paper
355 P79 K3    6800377 ttgtttgcctcgcttgtg tctgagaatagtcaagatgt 1135 T->C 258 Scheinfeldt et al.,2006
356 P80 H2a 6799899 ttgtttgcctcgcttgtg tctgagaatagtcaagatgt 1135 G->C 736 Wilder et al. 2004a
357 P81 J2a12 6799856 ttgtttgcctcgcttgtg tctgagaatagtcaagatgt 1135 C->T 779 present paper
358 P82 A1a 6799826 ttgtttgcctcgcttgtg tctgagaatagtcaagatgt 1135 G->T 809 Wilder et al. 2004a
359 P83 S1c 6799772 ttgtttgcctcgcttgtg tctgagaatagtcaagatgt 1135 C->T 863 Wilder et al. 2004a
360 P84 J2b2d 6799767 ttgtttgcctcgcttgtg tctgagaatagtcaagatgt 1135 C->T 868 Wilder et al. 2004a
361 P85 B rs9341290 13529972 ttttcactttccaacttttcat agactcttatgtgctatacta 423 T->C 43 Wilder et al. 2004a
362 P87 M1b    13529113 acagcgagcagtaagtaa actaacctcacccaatct 676 A->C 224 Scheinfeldt et al.,2006
363 P89 Q1a5 13359859 acattacaggaccttgat tgcctaacaatactccc 857 G->T 258 Wilder et al. 2004a
364 P90 B 13359973 acattacaggaccttgat tgcctaacaatactccc 857 C->T 372 Wilder et al. 2004a
365 P91 F1    13359993 acattacaggaccttgat tgcctaacaatactccc 857 C->T 392 Wilder et al. 2004a
366 P92 C5a 13360247 acattacaggaccttgat tgcctaacaatactccc 857 C->T 646 Wilder et al. 2004a
367 P93 O3a rs34248257 13378896 agaagatgataaagatggtg cttatttgtttcagagcagg 1344 C->T 316 Wilder et al. 2004a
368 P94 M1a2 13379075 agaagatgataaagatggtg cttatttgtttcagagcagg 1344 G->A 495 Wilder et al. 2004a
369 P95 I2b4    13379100 agaagatgataaagatggtg cttatttgtttcagagcagg 1344 G->T 520 Wilder et al. 2004a
370 P96 F3 13379137 agaagatgataaagatggtg cttatttgtttcagagcagg 1344 C->A 557 Wilder et al. 2004a
371 P97 A 13395667 tggagggtaagtgagtag ttttaatggaacaccgtag 954 T->G 420 Wilder et al. 2004a
372 P98 R1a1d 13395751 tggagggtaagtgagtag ttttaatggaacaccgtag 954 C->T 504 Wilder et al. 2004a
373 P99 D3 13395780 tggagggtaagtgagtag ttttaatggaacaccgtag 954 C->T 533 present paper
374 P100 A3b1 20362081 tgaggttgatgtttactaagatc cctgctaaatcagtttccacac 506 G->A 285 Wilder et al. 2004a
375 P101 O3a3c2    20362006 tgaggttgatgtttactaagatc cctgctaaatcagtttccacac 506 G->A 360 Wilder et al. 2004a
376 P102 A3b1a 13987411 attcagtatctccaaaagtc gaaaagcaaaataaaatgtag 610 A->C 198 Wilder et al. 2004a
377 P103 O3a4a 13987225 attcagtatctccaaaagtc gaaaagcaaaataaaatgtag 610 G->C 384 Wilder et al. 2004a
378 P104 F1    13987219 attcagtatctccaaaagtc gaaaagcaaaataaaatgtag 610 G->A 390 Wilder et al. 2004a
379 P105 N1c 13932356 ttattccacccagcactgtta aggcacaaatggtaaggtctt 1090 G->A 580 Wilder et al. 2004a
380 P106 Q1a3a3 13932316 ttattccacccagcactgtta aggcacaaatggtaaggtctt 1090 G->A 620 present paper
381 P107 R1b1b2g2    13329287 ctgattattcttttctaccttg gttatgccaggaaacatgcc 1081 G->A 268 Wilder et al. 2004a
382 P108 A1 13935641 attctgtgttctcttttatt acttcagaaataaatgct 858 G->A 173 Wilder et al. 2004a
383 P109 I1c 13935399 attctgtgt tctcttttatt acttcagaaataaatgct 858 G->A 415 Wilder et al. 2004a
384 P110 E1a2 13935117 attctgtgt tctcttttatt acttcagaaataaatgct 858 G->A 697 Wilder et al. 2004a
385 P111 B2a2a 13935056 attctgtgt tctcttttatt acttcagaaataaatgct 858 C->T 758 Wilder et al. 2004a
386 P112 B2c 20340313 gaagcaatactctgaaaagt tttggagggacattattctc 519 G->A 220 Wilder et al. 2004a
387 P113 E1b1a7a3a 6800171 ttgtttgcctcgcttgtg tctgagaatagtcaagatgt 1135 T->G 464 Wilder et al. 2004a
388 P114 A1b 13530049 ttttcactttccaacttttcat agactcttatgtgctatacta 423 G->A 120 Wilder et al. 2004a
389 P115 E1b1a7a2 13378644 agaagatgataaagatggtg cttatttgtttcagagcagg 1344 C->T 64 Wilder et al. 2004a
390 P116 E1b1a7a3 13379084 agaagatgataaagatggtg cttatttgtttcagagcagg 1344 A->G 504 Wilder et al. 2004a
391 P117 M3    13329087 ctgattattcttttctaccttg gttatgccaggaaacatgcc 1081 G->T 68 Wilder et al. 2004a
392 P118 M3 13529200 acagcgagcagtaagtaa actaacctcacccaatct 676 C del 311 Wilder et al. 2004a
393 P119 N1c1c 13435650 tgtggtaagtgtagtttcaa tctggactggaaacataa 475 G->A 126 present paper
394 P120 D2a3 13935394 attctgtgt tctcttttatt acttcagaaataaatgct 858 G->T 420 present paper
395 P121 C1a 6799857 ttgtttgcctcgcttgtg tctgagaatagtcaagatgt 1135 G->A 778 present paper
396 P122 C1 13360126 acattacaggaccttgat tgcctaacaatactccc 857 C->A 525 present paper
397 P123 IJ rs17315821 17676255 agggtgtgtaatgaagtgata cttaggatttttttttttctgtg 417 T->C 257 present paper
398 P124 IJ rs17315772 17547696 ttgagtctttctataatgtgtaa aaaacaagaggaataagaacaat 325 A->C 169 present paper
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399 P125=M429 IJ rs17306671 12541334 tatttatttatgatgttagcaagt tgacagtgtgaggttttcca 491 T->A 288 present paper, Underhill et al.2007
400 P126 IJ rs17250163 19685158 tgctcattttatctccagaca ccctgtttgcctcttactct 295 C->G 73 present paper
401 P127 IJ rs7892893 8650752 ttttcacaccacagactcgc aactgcctctcaccaaagact 362 C->T 213 present paper
402 P128 K-R rs17250121 19296941 caccctgtattgaatggagaa tagacaacataaaggatagataga 447 C->T 262 present paper
403 P129 IJ rs17306699 12654593 ggaatagaaaagaatgaataaata atggaaataaaatgtggactct 464 A->G 258 present paper
404 P130 IJ rs17250887 8618969 cacttactggcacaaacaca ctccaaggttatcacaggc 513 A->T 233 present paper
405 P131 K-R rs9786043 13982257 taaatctaaagagaaaagtacct tcctccatcataaagaatataaa 199 C->T 108 present paper
406 P132 K-R rs3853054 8739843 aaacatcattacaactcatagg ctaatcagaaggaagaaaacta 337 G->T 76 present paper
407 P133 F-R rs16980711 10476740 ttcaaagcacatcataaactaat caaccttcaaaactctaacaat 465 G->A 290 present paper
408 P134 F-R rs9786877 7455806 aaacaaagtaggagacagagg gatttacactgggtgggact 535 C->G 252 present paper
409 P135 F-R rs9786502 20078244 tggaggaagagaacaagatac agcaatgagagcagtggag 480 C->T 261 present paper
410 P136 F-R rs9785908 21450035 caagcattatgtgaccttatga ttgttgttggctattttttcct 459 T->G 199 present paper
411 P138 F-R rs16980478 12709284 tcttagtgtgatgaaataatgcc agggtaatactcaaatccagc 212 T->C 48 present paper
412 P139 F-R rs1980459 142179559 tagtattctgtgtatatcttgttg tggtagtgaacgcctgtagt 408 G->A 181 present paper
413 P140 F-R rs9786636 15821369 aagacagattctccattacttg ttttttccaccttcaccattag 459 G->C 213 present paper
414 P141 F-R rs9306845 7001218 ttactttcctcctatgtccag ctcacctctgctgttgtag 480 G->A 343 present paper
415 P142 F-R rs4988808 7278079 gcccagtgtttttttcttttg cctgtgtcaatacattcagc 788 G->A 322 present paper
416 P143 CF rs4141886 12707867 ggggagcaaaaaacaagac aacaaagtatcaacattatggac 564 G->A 399 present paper
417 P144 DE rs9786431 15520850 tactccctcctgtagttgg cactgtcttggtcatttctg 463 G->A 292 present paper
418 P145 F-R rs17842387 8484089 gcacacaggctctctcag cccaacatcaatctattccac 950 A->G 456 present paper
419 P146 F-R rs16981340 8662415 cggtgtgggctgcttttg gactgtctggaggaggactg 541 C->T 270 present paper
420 P147 E1 rs16980577 19542808 attcagagaaaacaaaaaaggg aatgatgagtgagaaaaatctaaa 548 T->A 211 present paper
421 P148 F-R rs16980396 17859009 ttaccagggcttttatgctc atcactcaggggctatccag 997 C->T 749 present paper
422 P149 F-R rs16980391 17087870 aagaagtccctcagagcac ttcagttcagtttccatcctta 413 G -> A 184 present paper
423 P150 E rs9786893 15355833 gaaatggtaaatgtgggggat atgatacttagaggcacgct 979 C->A 498 present paper
424 P151 F-R rs9786707 8740661 aatcaacagtcccaatgtaag gacaagaagagagaacacaag 282 T->C 160 present paper
425 P152 E rs9786634 13174651 gtgtcttatgtggcttttagg ctgtgaggtggtggtgag 307 G->C 70 present paper
426 P153 DE rs9786479 17070436 gtcacctcatttcccctca agtttcccctgctcttgct 736 T->G  501 present paper
427 P154 E rs9786357 18009501 ttcttcttagtttactgtgttgg cctgtctgtcttctttctatct 682 G->T  484 present paper
428 P155 E rs9786301 14847931 gccacagacaagagataatg tttagacccagatgagtagc 566 G->A 441 present paper
429 P156 E rs9786126 15929411 ctccctcattcagagacttg atttgatgttctattttacagtg 488 A->G 237 present paper
430 P157 F-R rs9786095 22769319 cagtgaagggagattacgc tttttagtgtaggctatggtc 480 T->C 242 present paper
431 P158 F-R rs9785913 16002907 caggatacaaataaagcaatgg gaggcagcacagataccc 606 C->T 501 present paper
432 P159 F-R rs9785905 16606645 gacaaggtctaaagcagaagg gatgaggtttgaaggcagag 562 C->A 344 present paper
433 P160 F-R rs9306848 8534189 tgagcagccagaaggttac gtatgaaagccatcaaaaatag 257 A->C 20 present paper
434 P161 F-R rs16980495 16687485 atacaggaggaagttgatgc gaaggttttgttgtgtttgc 818 G->A 453 present paper
435 P162 E  rs7067483 6060464 gaagtattggaaggcatagg gtataacactgtgaaaaatgac 645 T->C 189 present paper
436 P163 F-R rs4589047 14751710 tgttggatagaactggagac ggggaaagaggaggtacg 331 A->T 144 present paper
437 P164 O3a3b2 rs17316007 12511232 tgtcacctctcaatagcagc gcattttccatctgttctct 857 T->C 271 present paper
438 P165 DE rs16980598 17880310 cattttgagtgagtggtagag caaggactgtgaatactgaa 194 G->A 94 present paper
439 P166 F-R rs16980499 15765412 gttggtcattctgctctgg tgatgtcctgtgcctcttc 622 C->T 287 present paper
440 P167 DE rs9786489 10461457 atccatagaaatagtaaaagagtg ccccagccatagcaaagg 971 G ->T 485 present paper
441 P168 E rs16980574 20077971 caaggagaatctggagttca gaaatggcaggggtgttga 375 G->C 69 present paper
442 P169 E rs16980548 21327965 gactgtcctttctcctccg agttagtttatccagcatcca 187 C->T 32 present paper
443 P170 E rs9786025 13530916 tcctgtgcctctttcagac ctttatcattaccttctttcct 548 G->A 104 present paper
444 P171 E rs17842518 21853359 gtaaccatccaaagaaatacaga attatctccaagccacccat 344 G ->T 56 present paper
445 P172 E rs16981311 7025215 ttgccctaatacacatcctg gactcccagttgagacacc 178 C->T 56 present paper
446 P173 E rs16981308 7055523 acaaatcaacagaacagagaac tctaagaactgcttcacctg 457 A->G 232 present paper
447 P174 E rs16980360 14318720 tgctccttggctgtgtaac gcttctcactccttcagtc 401 G->A 51 present paper
448 P175 E rs9786191 13313471 gtcgtttgttcttgacttctg gtatctcatccttggcactg 448 G->A 125 present paper
449 P176 E rs7067279 14444918 acattttgcttacagaagagag gtgctattcccctccctg 230 T->G 33 present paper
450 P177 E1b rs16980473 12669846 tgcctcagcctcccaaag ttccaccaacattcctacag 203 C->T 93 present paper
451 P179 E1b1 rs16980621 12570308 ctgggcaacagagtgagac cataaacattgtaaagataggc 480 A->C 218 present paper
452 P180 E1b1 rs 9786035  17110668 tgggtggaacatagacaaac cagcaaacaaggaataggac 1256 G->A 749 present paper
453 P181 E1b1  rs9785940  15903505 ccctctcttcctctccatc acacattccaccctgttagc 592 C->G 355 present paper
454 P182 E1b1a rs16980394 17745841 tccagttacttctctaagcc cagttgtgccactatgtctg 837 G->A 416 present paper
455 P183 DE rs16980749 7392132 ctcactatctgggctggc atccttccttacctcctcc 289 C->T 166 present paper
456 P184 C 7278128 gcccagtgtttttttcttttg cctgtgtcaatacattcagc 788 T->C 371 present paper
457 P186 O rs16981290 7628568 ttcaatgctgacagtctgag ccacctctgcctcctgag 333 C->A 95 present paper
458 P187 F-R rs17174528 9168252 caacagagaagacagtcaagagt tgctatcacccaaaagtacc 488 G->T 178 present paper
459 P188 NO rs16980610 22043750 ggtgagtagatgccaggtc gaggaagaagcccagtcag 184 G->A 134 present paper
460 P189 E1b1a rs9786819 12707977 ggggagcaaaaaacaagac aacaaagtatcaacattatggac 564 G->A 509 present paper
461 P190 D2 16606643 gacaaggtctaaagcagaagg gatgaggtttgaaggcagag 562 A->G 342 present paper
462 P191 O rs16980601 13924509 ccttctctataaacgacttctc ccatccacctactcattgt 173 A->G 80 present paper
463 P192 NO rs1698064 32077478 caagtgatgattatggcagg ttagaggggaaatgaaaagc 361 A->G 122 present paper
464 P193 NO rs16980426 20673609 aaaagtataaatcaacaggaac gagcaaaccaccaagggac 431 T->G 142 present paper
465 P194 NO rs16980363 14712374 agattgatactgtggtccttag gattgcttcttagtttttgc 368 C->G 113 present paper
466 P195 NO rs2196155 21074650 gctttctatttccaccattttg tacataagagtagttctccca 598 A->G 299 present paper
467 P196 O rs917759 14263707 agtgaaggtaaagaggacattg gggattgtaagcgagagc 641 C->A 554 present paper
468 P197 O3a rs17276358 17688857 tagtcaagaaggcagaatagc ttcaataaacaacaggtaagtg 450 G->T 177 present paper
469 P198 O3 rs17269816 15563165 gcctttgttcttattggtgg cttgtggtatgttagattccc 355 T->C 198 present paper
470 P199 O3a rs17269928 17156436 ctttgagcacagattcttca taagccagggtagatgagg 556 A->G 222 present paper
471 P200 O3a rs17316592 17069399 tatagaggctacattttgtttg caggaaggctgtgacttgc 768 T->G 393 present paper

472
P201=IMS-
JST021354 O3a3 rs2267801 2888196 acatctattgttggtttgcc cattcatttctcttccttctt 949 T->C 464 present paper

473 P202 S 12511024 tgtcacctctcaatagcagc gcattttccatctgttctct 857 T->A 241 present paper
474 P203 O1a1 rs13447354 21160339 ttctcactgatttgataagtctg gaacgaatgtgctgtattgt 262 G->A  recurrent 157 present paper
475 P204 S 3605172 ggatagcacactcagctcac tttccagaatgcctaataatgt 528 G ->T 324 present paper
476 P207 P  rs9786896 8679538 cacacatccacagtgctctc gactatactccaatctccacagg 335 G->A 147 present paper
477 P209 J rs17315835 17688729 tagtcaagaaggcagaatagc ttcaataaacaacaggtaagtg 450 T->C 49 present paper
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478 P211 E1b1a 2723707 cggtctgtagcaagtgagtg aggaaaacgactggcaac 731 T->A 295 present paper
479 P212 I 3605070 ggatagcacactcagctcac tttccagaatgcctaataatgt 528 T->A 222 present paper
480 P214=M436 I2b rs17315680 17256887 taagcagccatcaaaagaac tgttttatttgaatgtttgaagg 971 G->C 784 present paper, Underhill et al.2007
481 P215=M438 I2 rs17307294 15148198 tgatgttttctgctctggtg cacttgaatgtttacttttgtgaga 487 A->G 261 present paper, Underhill et al.2007
482 P216 I2b rs17306657 12502338 ggagcctgagtcacaagaa gagattatgtcattagcagcaac 646 C->G 253 present paper
483 P217 I2b rs7892900 7688484 gcagttcatcaatagggtt gtcagcattcacgcagat 372 C->T 83 present paper
484 P218 I2b rs7067532 16003024 cacagcatcagccaaactc gcagccttgagaggagga 576 T->G 287 present paper
485 P219 I2b rs17221964 14027245 atagcatagcaagcagactacaa atggataaatgtgacagcaga 597 T->G 469 present paper
486 P220 I2b rs17316910 22885057 tttgctcaggctggtctc atctcttggctgggtatgg 701 G->T 491 present paper
487 P221 I2b rs17316729 8413707 ggcttgcttgaatcctct cagaaaagaatctaagtatgtgacag 1095 C->A 957 present paper
488 P223 I2b rs17222244 15208728 gtcgtgccaggtcagaagt cctcagtgcttacattcattgttag 709 C->G 452 present paper
489 P224 R rs17307398 15795387 ttgtgttgtcacttttatttag gaactatctctcaagcaatct 674 C->T 374 present paper
490 P225 R1 rs17307070 14099736 gttgtaccgttcttatttcac gcgtgtatgtttagcctga 562 G ->T 256 present paper
491 P226 P rs17250992 8905380 agagagtaggcttcagatagaa gtacaaagttcattaggtatgc 522 C->T 422 present paper
492 P227 R rs4481791 19869094 gtattcagtagacccacctc ccacattttctttatccagtc 701 G->C 334 present paper
493 P228 P rs17222419 16017731 cagaatcagaaactggggtg gtccgtgagaatgctgtgc 520 C->T 321 present paper
494 P229 R rs9786915 8110994 tgaagtgtgtgattttatgaag aagcctgtaactacccacc 701 G->C 344 present paper
495 P230 P rs9786781 15979506 tccccagagtacatagtattca cactgtcaagccattatacctc 852 G->A 488 present paper
496 P231 R1 rs9786465 10599615  tcttctccaaccagatgatg ccacaaaccatagagcaatg 478 A->G 248 present paper
497 P232 R rs9786261 21444520 tacaaatgctctgaagggtag ggaaaagttctcaaagttatca 519 G->A 418 present paper
498 P233 R1 rs9786232 19625746 tcagcaggaagacaaagagg ctgggattacaggcgtgag 793 T->G 445 present paper
499 P234 R1 rs9786197 19577276 acaggctggtctcacactcc tcatcaggtgggttggcag 389 T->C 351 present paper
500 P235 P rs9786119 17707606 ttcaaggaagaaagaggaag ataaaactggagatgacagag 595 A->G 435 present paper
501 P236 R1 rs9785959 16291572 cttgagatttggagaggatg gtgtttttgttatttgtctattgag 306 C->G 234 present paper
502 P237 P rs9785740 8394875 acttctggggctgtgactc cctggatgtcggttttagtg 765 A->G 278 present paper
503 P238 R1 rs9785717 7831131 ctttcacctgtcagccttc taccaaccatttctctaccc 888 G->A 485 present paper
504 P239 P rs8181264 16390624 tgtatctggtgaaacaaaagg tcaggggaagaaggatgac 563 G->C 426 present paper
505 P240 P rs6530605 13108816 aaaggagaccccataaccg gccaaaaacaagatgataggaa 831 T->C 441 present paper
506 P242 R1 rs7067478 7707357 gctgtttctccttctctgtg ataaatcccaaatcaatcaaag 456 G->A 170 present paper
507 P243 P rs4141564 8745083 tcagtgaaaacattaggaaaca ggaaggaagatgggtaagaag 547 A->G 294 present paper
508 P244 P rs2740981 12943107 gcaaagtcactggatggataatc caagttcttactcgccgctc 729 G->A 471 present paper
509 P247 A2 rs9341312 21151116 ttatcctgagccgttgtccctg tgtagagacacggttgtaccct 287 T->A 51 present paper
510 P248 A2 rs9341314 21151209 ttatcctgagccgttgtccctg tgtagagacacggttgtaccct 287 G->T 151 present paper
511 P249 R2 8395203 acttctggggctgtgactc cctggatgtcggttttagtg 765 G->A 606 present paper
512 P254 F4 3604898 ggatagcacactcagctcac tttccagaatgcctaataatgt 528 C->T 50 present paper
513 P255 C 8745038 tcagtgaaaacattaggaaaca ggaaggaagatgggtaagaag 547 G->A 140 present paper
514 P256 M 8745230 tcagtgaaaacattaggaaaca ggaaggaagatgggtaagaag 547 G->A 442 present paper
515 P257 G rs2740980 12942936 gcaaagtcactggatggataatc caagttcttactcgccgctc 729 G->A 299 present paper
516 P258 E2b1a2 13540552 ggcttacacttgcagactttg ggagaaatgtacaagagtctaaacc 429 A ins 59 present paper
517 P259 I1d 14100868 gagtgccaagctgaggatg tccttgcagccgctgaggag 380 T->G 185 present paper
518 P260 C 15795400 ttgtgttgtcacttttatttag gaactatctctcaagcaatct 674 A->C 387 present paper
519 P261 K4 12502279 ggagcctgagtcacaagaa gagattatgtcattagcagcaac 646 G->A 194 present paper
520 P262 A2c 6992148 ccttgtgagctgatggctgtc gaaaacaatgaacccagagagg 346 G->C 251 present paper
521 P263 K4 19625357 tcagcaggaagacaaagagg ctgggattacaggcgtgag 793 A ->C  56 present paper
522 P266 H2b 6799738 ttgtttgcctcgcttgtg tctgagaatagtcaagatgt 1135 A->T 897 present paper
523 P267 R2 16538063 tcccaataagtgtgtcaatacc atgaaggagactctaggcgag 817 C->G 252 present paper
524 P268 E1b1a9 22399065 catacagatgacaggaaacagagg taaagacagatgacagaaaagatgct 562 T->A 300 present paper
525 P269 E1b1a9 22399066 catacagatgacaggaaacagagg taaagacagatgacagaaaagatgct 562 A->G 301 present paper
526 P277 E1b1a8a rs16980558 14088609 atgtcagcgttattcttctct gttttgggattacaggca 260 A->G 72 present paper
527 P278 E1b1a8a rs7067418 8527053 gctcattctctcaggcaag gagttctcctcccctaagc 781 G-A 361 present paper
528 P279 J2a13 2941377 aggcaggacaactgagagca cacttcccaggatcaagcaat 517 G-A 295 present paper
529 P280 R rs891407 20302478 gccacttctaatgagagcagt ctagtcagccgacaaggtct 1048 A->G 950 present paper
530 P281 P rs17315758 17473657 tcccaataagtgtgtcaatacc atgaaggagactctaggcgag 1212 A->G 978 present paper
531 P282 P rs17307656 16538055 gttgatgccagtgaatga accacatactacaataagaactgac 817 A->G 244 present paper
532 P283 P rs3865828 20553879 ggtccaaactgaataaatgtc ttgcttacttgtcatctgct 642 C->T 116 present paper
533 P284 P rs4116821 20531728 tgaaggagttgggtattttttct tttgctgaaggctcataatagtc 765 C->G 659 present paper
534 P285 R rs17249974 17776738 gctttttatatctttgtggc tggcagaacatctctctaac 425 C->A 219 present paper
535 P286 R1 rs1118473 16225645 actggtgtggaatgtctatgg agatgtatgaaaagccctgg 245 C->T 195 present paper
536 P287 G2 rs4116820 20531485 tgaaggagttgggtattttttct tttgctgaaggctcataatagtc 765 G->T 416 present paper
537 P289 A3b 8527082 gctcattctctcaggcaag gagttctcctcccctaagc 781 C->G 390 present paper
538 P291 A3b1 8526988 gctcattctctcaggcaag gagttctcctcccctaagc 781 C->G 296 present paper
539 P292 Q1a3a3 13540161 tgaggtggaatgtatcagtatacc tgatttcaaggatttgttagtctt 444 G ins 404 present paper
540 P293 E1b1a rs16981297 8835178 tgcctaatcatttgtaaactct cagtacccttccaactacac 583 G->A 351 present paper
541 P294 R1 rs1005041 7630822 atagtgtttctccattaggctc ttacattacaataaataaaggcag 398 G->C 240 present paper
542 P295 P rs895530 8023031 attcacaataacatctggttgc cctctctgagtcctgcctac 455 T->G 245 present paper
543 P297 R1b1b rs9785702 17165902 agtattgcccttcctaacac aaaaaagtatctacagtggtatgc 487 G->C 242 present paper
544 12f2.b D2 D2    ctgactgatcaaaatgcttacagatc ggatcccttccttacaccttatac 88 present->absent Rosser et al. 2000
545 12f2a J J    ctgactgatcaaaatgcttacagatc ggatcccttccttacaccttatac 88 present->absent Rosser et al. 2000
546 47z O2b1 O2b1    3496442 tgagtcaatgtcaatgaatc tagttacgccttg(g)cataac 381 G->C 291 Shinka et al. 1999
547 50f2(P) B2b B2b    21906455 caccaccatgtcccacagatttg gtgcatctattgactctttcatgg 687 G->C 547 YCC, 2002
548 92R7 P P    6165721; 10364337 gacccgctgtagacctgact gcctatctacttcagtgatttct 722 G->A 504 Hurles et al. 1999
549 Apt H2 F1    21905719 tggattgcattcaacttcacttac ctgagttcaaatgctcgggtctc 820 G->A 423 Pandya et al. 1998
550 DYS391p E1b1 E3    13122402 ctattcattcaatcatacaccca gattctttgtggtgggtctg 285 (11 repeats) C->G 168 YCC, 2002
551 IMS-JST002611 O3a4 rs2075181 7606726 tattagctgtgcacagcagc atgaccctttgcagtgcctt 130 C->T 75 Nonaka et al., 2007
552 IMS-JST021355 D rs2267802 2888425 agcccagcccattttatcta agacaaaagaatcagggtag 96 A->G 36 Nonaka et al., 2007
553 IMS-JST022454 O2b rs2268588 22919969 tggtggcattttctagtaag aacacatcagactctactga 119 T->G 61 Nonaka et al., 2007
554 IMS-JST022457 D2a1b rs2268591 22873985 gatgattaccaatgacacag tcagctgagaaaggacaaca 90 C->G  40 Nonaka et al., 2007
555 LLY22g N1 N 22124037; 22432174 atagatggcgtcttcatgagt gatgttggcctttacagctc 210 C/C->C/A 122 Tyler-Smith (unpublished)
556 MEH1 A2 A2    21906644 gtgcatctattgactctttcatgg caccaccatgtcccacagatttg 687 C->G 330 YCC, 2002
557 MEH2 Q1a Q rs4252209 4985637 attcataatatttgattcagaacag taccatgaaaattcataatccaca 938 G->T 880 YCC, 2002
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558 MSY2.1 B2b4b B2b4b    ctggctttggggacgtagta ctgcgctttatgagcatacg 499/400 4->3 Bao et al, 2000
559 MSY2.2 O1 O1    ctggctttggggacgtagta ctgcgctttatgagcatacg 499/400 4->3 Hammer et al ., 2001
560 N1 D1a rs3212291 13360920 taattttttttttgctttta agcaaaagaaatctaacgaa 240 C->G 115 Deng et al. 2004
561 N2 D1a1 rs3212287 20359276 ccaggctggagtgcagtggc tcattgtccattttgcagga 298 T->C 138 Deng et al. 2004
562 N4 O3a3b1a rs3212290 20397920 ttcttgggatcaaatggagt ctgcctttccctcagggcac 302 A->T 142 Deng et al. 2004
563 N5 O3a3b1b rs3212292 13360932 taattttttttttgctttta agcaaaagaaatctaacgaa 240 T->A 127 Deng et al. 2004
564 N14 Q1a1 rs3212294 13540044 ttagacaacttactactttg taaacattacatgagaaatt 445 C->A 298 Deng et al. 2004
565 PK1 A2    20992895 tcaactttcttaaatgattgtacgtt tctgttcaggagaacctctatgg 451 C->A 60 Mohyuddin et al. 2006
566 PK2 C3    21078608 tgtgtcctggtgtcttttgg tgacaacagcatctcttaactgg 466 T->C 342 Mohyuddin et al. 2006
567 PK3 L3a    21078913 tgtgtcctggtgtcttttgg tgacaacagcatctcttaactgg 466 T->C 265 Mohyuddin et al. 2006
568 PK4 O2a1a    19745350 ccatcctcccatggctagt gcttccaaggtgccctttat 451 A->T 83 Mohyuddin et al. 2006
569 PK5 R1a1e    21717383 ttccaaacacatgcttctgc taaaaaggaggagggactgc 393 C->T 186 Mohyuddin et al. 2006
570 RPS4Y711=M130 C C rs35284970 2794854 tatctcctcttctattgcag ccacaagggggaaaaaacac 205 C->T 41 Bergen et al. 1999
571 SRY10831.1 BR BR rs2534636 2717176 ccacaacctctttcatc aataaaaatcccgtaaaata 536 A->G 135 Hammer et al. 1998
572 SRY10831.2 R1a R1a rs2534636 2717176 ccacaacctctttcatc aataaaaatcccgtaaaata 536 G->A 135 Hammer et al. 1998
573 SRY2627=M167 R1b1b2d R1b8 rs1800865 2718271 aggtcttttttgccttctta atgcacggtttcttttga 1242 C->T 299 Veitia et al. 1997
574 SRY4064=M40=P20 E E rs9786608 2723943 gcattttgttacccttctcaac tggcaagacttacgagatttc 612 G->A 258 Hammer et al. 1998
575 SRY465 O2b O2b rs11575897 2715180 gccgaagaattgcagtttgc gttgatgggcggtaagtggc 148 C->T 52 Shinka et al. 1999
576 SRY9138 =M177 M2a K1    2718869 tttaacattgacaggaccag gacaaccaagaagaggaacc 1067 C->T 363 Hammer et al. 1998
577 Tat N1c N3 rs34442126 13431977 gactctgagtgtagacttgtga gaaggtgccgtaaaagtgtgaa 112 T->C 28 Zerjal et al. 1997
578 U106=M405 R1b1b2g  rs16981293 8856078 gctctggtgcatagggattc agtctgaactcttgggagatgg 255 C->T 46 Sims et al. 2007, Underhill et al. 2007
579 U152 R1b1b2h  rs1236440 13842543 cttagctatacagcctctttttgg aacattccacgcttgaggataa 172 C->T 127 Sims et al. 2007
580 U174=P252 E1b1a7a rs16980586 14760751 tccctgcagtgaaatagttttg ctcagactttaggtgagatttgc 107 G->A 46 Sims et al. 2007
581 U175 E1b1a8  rs16980588 14763088 ctggtcacactaaggcacca tctaatgaccaggagaagtcaaga 72 G->A 48 Sims et al. 2007
582 U179 I rs2319818 14864102 aaggggatatgacgactgatt cagctcctcttttcaactctca 275 G->A 220 Sims et al. 2007
583 U181 E1b1a8a1a rs16980589 14883820 cactgacacatggaactgagtg gtttaccaggaacccccatc 90 C->T 41 Sims et al. 2007
584 U186 E1b1a7  rs16980370 14987946 gcctaagcccttctcgtaag atctgctagatttctccttattgg 106 A->G 29 Sims et al. 2007
585 U198=M467 R1b1b2g1  rs17222279 15348893 tcatcattgcatgggtataactg ttaggttctatggtgatttgaactt 77 G->A 24 Sims et al. 2007, Underhill et al. 2007
586 U209 E1b1a8a  rs16980502 15804352 cccacaggaatgcaaaagat cacctgcagcattaaatgga 72 C->T 33 Sims et al. 2007
587 U247=P253 E1b1a7  rs2068150 17348769 gaggggaggttcttctcaat tcggaggcaatacgctgtaa 78 C->T 45 Sims et al. 2007
588 U250=P222 I2b rs17315723 17397594 ctgattatctatccttctcaac attaaaaatgtggttatgaca 778 G->C 476 Sims et al. 2007
589 U290 E1b1a8a1 rs16980406 20105446 atcgcctggaaagccacta tgtgcagacaaaagcgtacc 140 T->A 95 Sims et al. 2007
590 USP9Y+3636=M222 R1b1b2e rs20321 13411808 ggtgatggatgaggagtaaaaa cattcaagatcccagaactgtc 264 G->A 175 Sun et al. 1999
591 V6 E1b1b1e    6992007 ccttgtgagctgatggctgtc gaaaacaatgaacccagagagg 346 G->C 110 Cruciani et al. 2004
592 V12 E1b1b1a1    6883099 caaagtttattttcaaaggggaga ccataaagttgggttgaaggag 439 A->G 222 Cruciani et al. 2006
593 V13 E1b1b1a2    6902263 atctgtagagacccaggatgc agtgtatcaacaatgcccag 491 G->A 207 Cruciani et al. 2006
594 V19 E1b1b1a3b    20355588 aacagaattatcaggaaaaggttt ttttacttgttcgtgtactttcaa 568 T->C 421 Cruciani et al. 2006
595 V22 E1b1b1a3 6919957 aatgcctcaacttacagaaatgg cactgaccagaaacagcatgag 289 T->C 84 Cruciani et al. 2006
596 V27 E1b1b1a2a 6956051 ctcctcaagcacctgtactgtc gctcggtgactctggagaac 360 A->T 211 Cruciani et al. 2006
597 V32 E1b1b1a1b    6992821 gcaaaatcccagaacatcatt tcattgacccaaagcagaca 355 G->C 197 Cruciani et al. 2006
598 V36 E1b1b1a2 6874246 tcctctttccacttaccttcca caaatgcaaatcaccatttagg 449 T->C 383 Cruciani et al. 2007
599 V65 E1b1b1a4 15797066 cctcaacctactaaatgtgaccatg atggccacacaattctccat 349 G->T 77 Cruciani et al. 2007
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Supplementary Table 2. De novo  ascertained SNPs and corresponding assignment to haplogroups. 
alleles snp_id(rs) position P_number name/alternative name Haplogroup

T/G 9786479 17506232 153 DE
G/A 16980598 18316106 165 DE
G/T 9786489 9465552 167 DE
C/T 16980749 7035088 183 DE
G/C 9786634 13673922 152 E
G/T 9786357 18445297 154 E
G/A 9786301 15347202 155 E
A/G 9786126 16365207 156 E
G/C 16980574 20513767 168 E
G/A 9786025 14030187 170 E
G/T 17842518 22289155 171 E
G/A 16980360 14817991 174 E
G/A 9786191 13812742 175 E
T/A 16980577 19978604 147 E1
G/A 9786105 7104792 178 E1b1
A/C 16980621 13069579 179 E1b1
G/A 9786035 17546464 180 E1b1
C/G 9785940 16339301 181 E1b1
G/A 16980394 18181637 182 E1b1a
G/A 9786819 13207248 189 E1b1a
G/A 16981297 8478134 293 E1b1a
T/C 2032598 13859006 M180 E1b1a
G/A 9786252 2556163 E1b1a
G/A 9785989 5611238 E1b1a
C/T 768983 6521247 E1b1a
C/A 9786904 7360983 E1b1a
G/A 9786036 8131043 E1b1a
T/C 9786299 8170688 E1b1a
G/A 9786248 8211704 E1b1a
A/T 9786074 8262743 E1b1a
C/T 9786574 8289969 E1b1a
C/T 16980754 8449396 E1b1a
G/T 7893091 12905603 E1b1a
C/T 9785753 13675860 E1b1a
T/C 9786100 14323712 E1b1a
A/T 16980497 17335733 E1b1a
A/G 16980606 17508672 E1b1a
C/T 9786135 17682050 E1b1a
A/G 9786159 18217625 E1b1a
G/A 16980401 19981395 E1b1a
C/G 17174592 20556451 E1b1a
A/G 9786042 21076605 E1b1a
T/C 9786467 21101564 E1b1a
A/G 16980561 21517215 E1b1a
C/T 16980435 21966892 E1b1a
T/A 9785875 23224551 E1b1a
A/G 16981830 27505935 E1b1a
A/T 9785907 14611742 E1b1a
T/C 9786581 14991679 E1b1a
A/G 9786459 15380284 E1b1a
T/C 1971755 15586737 E1b1a
C/T 16980467 15650051 E1b1a
G/T 16980457 15721983 E1b1a
G/A 16980463 15985783 E1b1a
T/C 16980500 16231478 E1b1a
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alleles snp_id(rs) position P_number name/alternative name Haplogroup
T/C 9785895 16360890 E1b1a
A/G 16980370 15487217 U186 E1b1a7
G/A 16980586 15260022 U174 E1b1a7a
G/A 7067418 8170009 278 E1b1a8a
G/A 16980588 15262359 U175 E1b1a8
C/T 16980502 16240148 U209 E1b1a8a
T/A 16980406 20541242 U290 E1b1a8a1
C/T 16980589 15383091 U181 E1b1a8a1a
G/C 9786877 7098762 134 F
T/C 9786502 20514040 135 F
G/T 9785908 21885831 136 F
C/T 16980478 13208555 138 F
A/G 16980459 15915348 139 F
C/G 9786636 16257165 140 F
A/G 9306845 6644174 141 F
A/G 17842387 8127045 145 F
T/C 16981340 8305371 146 F
T/C 16980396 18294805 148 F
A/G 16980391 17523666 149 F
C/T 9786707 8383617 151 F
C/T 9786095 23205115 157 F
T/C 9785913 16438703 158 F
A/C 9785905 17042441 159 F
C/A 9306848 8177145 160 F
A/G 16980495 17123281 161 F
T/C 16980499 16201208 166 F
T/G 17174528 8811208 187 F
A/G 4141886 13207138 143 F+C
C/T 17250345 6646478 I
A/C 17250803 7749687 I
C/G 17316778 8239824 I
T/C 7892876 13346636 I
T/C 9341301 14032029 M258 I
T/C 17221922 14481528 I
A/C 17221943 14508775 I
G/A 17315694 17731364 I
A/G 17315842 18178863 I
G/T 17250226 20736473 I
T/C 17250275 20995271 I
A/G 17307126 14887682 I
C/G 17307245 15410070 I
C/T 2319818 15323818 U179 I 
T/G 17250310 6380575 I1
T/G 17316192 6384435 I1
G/A 17316597 7251871 I1
C/T 17306537 9468064 I1
C/T 17221531 9599027 I1
A/T 17306762 13354977 I1
C/T 9341296 14031372 M253 I1
T/A 17307007 14488564 I1
T/C 17222657 17112593 I1
T/C 17249791 17704859 I1
G/A 17315912 18317890 I1
A/T 17315919 18320482 I1
G/C 966239 18509084 I1
C/G 17250114 19729887 I1
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alleles snp_id(rs) position P_number name/alternative name Haplogroup
A/C 17316031 19983481 I1
G/A 17250177 20204560 I1
T/C 871626 21759562 I1
A/G 17307252 15424581 I1
T/C 17315821 18112051 123 IJ
A/C 17315772 17983492 124 IJ
T/A 17306671 13040605 125 IJ
C/G 17250163 20120954 126 IJ
C/T 7892893 8293708 127 IJ
A/G 17306699 13153864 129 IJ
A/T 17250887 8261925 130 IJ
G/C 17315680 17692683 214 I2b
C/G 17306657 13001609 216 I2b
T/C 17221964 14514720 219 I2b
G/T 17316910 23320853 220 I2b
C/A 17316729 8056663 221 I2b
C/G 17315723 17833390 222 U250 I2b
G/T 17250740 7345779 I2b
T/C 17315835 18124525 209 J
A/C 13447352 21595037 M304 J
G/A 17306965 14286131 J_unresolved
G/C 17250458 21818123 J_unresolved
C/T 17307175 14946624 J_unresolved
A/G 17307231 15385863 J_unresolved
T/C 17250121 19732737 128 K
T/G 3853054 8382799 132 K
G/A 16980610 22479546 188 NO
A/G 16980641 18224955 192 NO
T/G 16980426 21109405 193 NO
C/G 16980363 15211645 194 NO
C/A 16981290 7271524 186 O
A/G 16980601 14423780 191 O
G/A 17276777 5653840 O_unresolved
G/T 17276338 17788031 O_unresolved
C/G 17276345 18117143 O_unresolved
T/C 17323322 21591970 O_unresolved
G/C 17316543 16453699 O_unresolved
T/A 3963016 17507897 O_unresolved
G/A 13447354 21596135 203 M307 O1a1; I1
A/G 17269928 17592232 199 O3a
G/T 17276358 18124653 197 O3a
C/T 17269816 15998961 198 O3a
T/G 17316592 17505195 200 O3a
T/C 2267801 2473326 201 O3a3
A/G 17316007 13010503 164 O3a3b2
T/C 17250992 8548336 226 P,Q,R
G/A 17222419 16441104 228 P,Q,R
C/T 9786781 16406668 230 P,Q,R
G/A 9786119 18143402 235 P,Q,R
G/A 9785740 8037831 237 P,Q,R
G/C 8181264 16727368 239 P,Q,R
G/A 4141564 8388039 243 P,Q,R
C/T 3853052 8336501 245 P,Q,R
G/A 17315758 17909453 281 P,Q,R
A/G 17307656 16972045 282 P,Q,R
T/G 4116821 16438820 284 P,Q,R
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alleles snp_id(rs) position P_number name/alternative name Haplogroup
T/C 895530 16231183 295 P,Q,R
A/G 2032631 16415302 M45 P,Q,R
A/G 9786916 18124730 208 R
T/C 17307398 16077770 224 R
C/G 9786915 7753950 229 R
A/G 9786261 21880316 232 R
G/C 891407 20738274 280 R
A/C 17249974 18212534 285 R
A/C 1558843 21595767 M306 R
G/A 17307070 14590648 225 R1
G/A 9786465 9603710 231 R1
C/T 9786197 20013072 234 R1
T/C 9785959 16711952 236 R1
A/G 9785717 7474087 238 R1
A/C 2032624 14035089 241 M173 R1
A/G 7067478 7350313 242 R1
C/G 1005041 7273778 294 R1
A/G 17316227 6609030 R1a
G/A 17316771 8236691 R1a
T/A 17221601 13063894 R1a
C/A 17306692 13148016 R1a
C/T 17315926 18320484 R1a
T/A 17250535 22318385 R1a
T/G 17307105 14599007 R1a
A/C 17222146 15192077 R1a
C/G 17222573 16826420 R1a
T/C 17307677 17062383 R1a
A/G 9785783 4055107 R1b
G/A 9786882 7852304 R1b
A/G 9786140 8205192 R1b
A/C 9786194 8873501 R1b
A/G 9786774 13202655 R1b
T/C 9786876 17108024 R1b
T/C 17249854 17859631 R1b
T/C 9786111 18000079 R1b
G/A 7067384 20078827 R1b
T/G 17316372 21969551 R1b
G/C 1358368 27656099 R1b
A/G 2082033 15487185 R1b
C/G 17222251 15707999 R1b
G/A 1529516 15848164 R1b
A/G 765557 15958920 R1b
A/G 9786582 16836431 R1b
G/A 17307670 16973851 R1b
C/G 9785702 17601698 R1b
C/A 17222279 15844744 U198 R1b1c7a
C/T 16981293 8499034 U106 R1b1c7
A/G 2355476 15647469 conflictive; duplicaed in X chr
T/C 2381233 16453527 conflictive; duplicaed in X chr
A/G 17222265 15721952 genotyping error
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Supplementary Table 3. Haplogroup names for YCC cell line DNA.

YCC samples
Haplogroup     (YCC 

2002)
Haplogroup         
(this report)

YCC34 A2* A2*
YCC35 A2b A2b
YCC05/22 A2* A2c
YCC19/38 A3b1 A3b1
YCC42 B2a1 B2a1a
YCC09 B2b* B2b*
YCC21/28/39 B2b1 B2b1
YCC29/30 B2b4a B2b4a
YCC06/07 B2b4b B2b4b
YCC23 C3b C3b
YCC76 D2a D2a1a1
YCC36 E3a* E1b1a*
YCC31/44 E3a1 E1b1a1
YCC43 E3a* E1b1a7
YCC40 E3a* E1b1a7a1
YCC65 E3a* E1b1a8a*
YCC45 E3a* E1b1a8a1*
YCC33 E3a* E1b1a8a2
YCC32 E3b* E1b1b1f
YCC37 E2b E2b1*
YCC08 E2b E2b1a1
YCC79 G1 G1a
YCC52/53/55 G2* G2a*
YCC80 G2a* G2a1*
YCC24 G2a1 G2a1a
YCC58 H H1*
YCC63 I1a1 I1
YCC72 I1b* I2a*
YCC74 I1* I2a*
YCC61 I1* I2b3
YCC59 J* J2
YCC60 J2* J2
YCC56 J2* J2a12
YCC10 K1 M2a
YCC11 M2* M1b1*
YCC78 N1 N1a
YCC47/48 N3a* N1c*
YCC49/50 N3a1 N1c1a
YCC51 N3a* N1c1b
YCC66/67 O1* O1a1*
YCC69 O2a* O2a*
YCC68 O3c O3a3a
YCC78 O3e* O3a3c*
YCC57 O3e* O3a3c2
YCC03 Q* Q1a3*
YCC12/13/14/15/16/17/18 Q3* Q1a3a*
YCC25 Q* Q1a4
YCC70/81 R1a1* R1a1
YCC26/71 R1b* R1b1b2*
YCC62 R1b* R1b1b2g
YCC27/64 R1b* R1b1b2h*

Page 14 of 35



Supplementary Figure 1.  Tree corresponding to haplogroup A. Mutation names are

indicated on the branches. Subclades are indicated at the beginning of the branches that

define them, with numbers or letters, according to the YCC (2002) alpha-numeric

nomenclature system. Terminal haplogroup names are indicated at the right end of the tree.

Branch lengths do not represent the time between nodes.

Supplementary Figure 2. Tree corresponding to haplogroup B. See Figure 2 legend for

details.

Supplementary Figure 3. Tree corresponding to haplogroup C. See Figure 2 legend for

details.

Supplementary Figure 4. Tree corresponding to haplogroup D. See Figure 2 legend for

details.

Supplementary Figure 5. Tree corresponding to haplogroup E. See Figure 2 legend for

details.

Supplementary Figure 6. Tree corresponding to haplogroup G. See Figure 2 legend for

details.

Supplementary Figure 7. Tree corresponding to haplogroup H. See Figure 2 legend for

details.

Supplementary Figure 8. Tree corresponding to haplogroup I. See Figure 2 legend for

details.

Supplementary Figure 9. Tree corresponding to haplogroup J. See Figure 2 legend for

details.

Supplementary Figure 10. Tree corresponding to haplogroup L. See Figure 2 legend for

details.
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Supplementary Figure 11. Tree corresponding to haplogroup M. See Figure 2 legend for

details.

Supplementary Figure 12. Tree corresponding to haplogroup N. See Figure 2 legend for

details.

Supplementary Figure 13. Tree corresponding to haplogroup O. See Figure 2 legend for

details.

Supplementary Figure 14. Hypothetical tree for lineages defined by the LINE-1 insertion in

haplogroup O. Mutations names are indicated on the branches. There are at least two

independent deletions of the LINE-1 insertion.

Supplementary Figure 15. Tree corresponding to haplogroup Q. See Figure 2 legend for

details.

Supplementary Figure 16. Tree corresponding to haplogroup R. See Figure 2 legend for

details.

Supplementary Figure 17. Tree corresponding to haplogroup S. See Figure 2 legend for

details.

Supplementary Figure 18. Tree corresponding to haplogroup T. See Figure 2 legend for

details.

Supplementary figure 19.  Tree representing branches leading to haplogroups E1b1, I1, and

R1b. The root of the subtree and internal nodes whose ages have been estimated are labeled

according to the text. Numbers of mutations between nodes are indicated on the branches.

Branch lengths are proportional to the observed number of mutations.
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