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Supplementary Online Material for Karafet et al.

As a worked example, we calculate the time to the most recent common ancestor of
all lineages in F (including F*, F1-F4, G, H, IJ and K) denoted as MRCA-F in this section. In
the path going from MRCA-CT to a sample in R1b there are 20 mutations between MRCA -

CT and MRCA-F, and 48 mutations between MRCA-F and the present. We find that

P(M <48 N =68,p__ =0.7958)=0.05
P(M = 48| N =68,p_ =0.6020)=0.05

In the path going from MRCA-CT to a sample in I1, there are 20 mutations between

MRCA-CT and MRCA-F, and 40 mutations between MRCA-F and the present. We find that

P(M <40| N =60, p__=0.7670)= 0.05
P(M =40|N =60, p_. =0.5535)=0.05

Therefore, our confidence interval for the age of MRCA-F relative to the age of
MRCA-CR is (0.5535, 0.7958). Assuming that the age of MRCA-CT is 70,000 years, we
obtain a confidence interval of 38,700 - 55,700 years. To obtain the maximum likelihood

estimate for the age of this node, we calculate

MLE,, \yircar = [% 0.5+ % 0.5} 70,000 years = 48,039 years
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Supplementary Table 1

List of all_markers, prime

r information, reference SNP ID, and Y-position® included in this survey

Haplogroup | Haplogroup
SNP (YCC2008) | (YCC2002) |RefSNP ID Y-position Forward Primer Reverse Primer PCR Size(bp) Mutation Site Reference
1|M2=5Y81 Eibla E3a rs3893 12606580 aaacactaatcagaataaaa aatagaaaatacaactcccc 209 A->G 168 Seielstad et al. 1994
2|M3 Qla3a Q3 rs3894 17605757 taatcaatctcctcccaaca aaaattataaatctaaaatttaaaa 241 C->T 181 Underhill et al. 1996
3|M4 M1 M rs3895 2804628 tcctaaattataattacaaaaca acatcttataaacataacaaaa 273 A->G 88 Underhill et al. 1997
4|M5=P73 M1 M rs3896 20069334 aaatttatactaacctaccaatatt ttattaaaaactttcaaaaa 322 C->T 73 Underhill et al. 1997
5|M6 A2 A2 rs3897 17080420 cactaccacatttctaattaa cactaaatccattctttaaa 218 T->C 37 Underhill et al. 1997
6|M7 0O3a3b 03d rs3898 4138217 actataaacaaactaaaaat acadaccttataaaccaatta 300 C->G 236 Underhill et al. 1997
7|/M8 C1 C1 rs3899 7351534 cccacccacttcaatataaa aaactaacagacaaatccac 267 G->T 137 Underhill et al. 1997
8|M9 K-R K-R rs3900 20189645 acagcatataaaactttcaaa acttaagcaaaattaqatttt 340 C->G 68 Underhill et al. 1997
9|M10 Eilbla6 E3a6 rs3901 20182386 acattactataaattacctac taataaaaattaaatcaccc 343 T->C 156 Underhill et al. 1997
10|M11 L L rs3902 20190035 tctctctatctatcteteectec aaagcataaacaagaacttactaaac 222 A->G 44 Underhill et al. 1997
11[M12 J2b J2e rs3903 7643480 actaaaacaccattadaaacaaaaa | ctaaacaacataataacccc 309 G->T 286 Underhill et al. 1997
12|M13 A3b2 A3b2 rs3904 20181486 tcctaacctaataatctttc taaaccataattttatccaac 233 G->C 157 Underhill et al. 1997
13|M14 A2 A2 rs3905 20181656 adacaattaaatcaattctcta taaataaaaacacattaacacc 287 T->C 180 Underhill et al. 1997
14|M15 D1 D1 rs3906 20184087-20184088 acaaatcctaaacaatcac tacatataattaaaatttcc 295 9 bp insertion 304 Underhill et al. 1997
15/M16 Mibila M2a rs3907 20069689 tattatatcatttaaacccaa ccatatattactaaactat 266 C->A 38 Underhill et al. 1997
16|M17 Rlal Rlal rs3908 20192556 ctaatcataacactaagaaatc taaacctacaaatataaaact 333 4G->3G 68 Underhill et al. 1997
17|M18 Ribla R1b1 rs3909 20192551-20192550 ctaatcataacactagaaatc taaacctacaaatataaaactc 333 2 bp insertion 62 Underhill et al. 1997
18|M19 Qia3al Q3a rs3910 20192619 ctaatcataacactaaaaatc tgaacctacaaatatqaaactc 333 T->A 131 Underhill et al. 1997
19/M20 L L rs3911 20192842 aattaaatatcttcaatact cacacaacaagacaccat 413 A->G 118 Underhill et al. 1997
20|M21 Ila I1a2 rs3912 20191727 cttttatttctaactacaaaa aacagcaqatttgaacaaa 415 A->T 357 Underhill et al. 1997
21|M22 L L rs3913 13299557 agaaaqatctgaaagcaaat acctactacctagaaactt 327 A->G 129 Underhill et al. 1997
22|M23 A2 A2 20195627 tctctaacttctataaaccac agaaaaactaaactctaaatctct 327 A->G 159 Underhill et al. 2001
23|M25 Q1a2 Q2 20326052 aaaqcaagaaattcaatccaa ttttaacaaqttaaatcaccaac 340 G->C 121 Underhill et al. 2001
24|M26 12a2 I1b2 rs2032629 20325209 ccaataataaaattttattacaattt ttcacaataaacaaacaatcc 321 G->A 68 Underhill et al. 2001
25|M27 L1 L1 20199034 caaaaatcaaaattataattactaa cactactattctatctaccaca 526 C->G 398 Underhill et al. 2001
26|M28 A3a A3a 20189227 acttacttaaaacacaaact adaaaaattatcatacaataataa 332 T->G 277 Underhill et al. 2001
27|M30 B2b3 B2b3 20199203 agaaccagacaatacaaaatagaaa |tttaacaacttatctcattacc 486 G->A 132 Underhill et al. 2001
28|M31 Ala Al 20199142 dgaaccagacaatacaaaatagaaa |tttaacaacttatctcattacc 486 G->C 71 Underhill et al. 2001
29|M32 A3 A3 20199824 tta tacaatagaac caaatatttaaaaatacaaa 370 T->C 166 Underhill et al. 2001
30|M33 Ela El 20199838 tta tacaatagaac caaatatttaaaaatacaaa 370 A->C 180 Underhill et al. 2001
31|M34 Eilbibici E3b3a 20200104 cacttcacatttatttttaaa aatcattatttaatcattccaa 372 G->T 131 Underhill et al. 2001
32|M35 Elbibl E3b 20201091 taaacctaaaqaacaatcagaa agaaagaacaatgaagaca 513 G->C 168 Underhill et al. 2001
33|M36 Hlal Hla 20210397 adatcatcccaaaacaatcataa aaqgactaaaatcaatccaatcta 436 T->G 74 Underhill et al. 2001
34|M37 Ribib2a R1b2 20210939 cadattaaattaatttcaacctt adcatacaaaaaaaaaaaactac 422 C->T 203 Underhill et al. 2001
35|M38 c2 c2 20201546 cagtttttagagaataatatcct ttaaagaaaaagaaaaacaaata 337 T->G 146 Underhill et al. 2001
36|M39 Hia3 Hic 20201636 caatttttagagaataatatcct ttaaagaaaaagaaaaacaaata 337 C deletion 236 Underhill et al. 2001
37|M41=P210 E2a E2a 2723889 atataataaactaaatacta cataaattcaaataattctt 218 G->T 117 Underhill et al. 2001
38|M42 BR BR rs2032630 20326228 aaadcgagagattcaatccaq ttttaacaaqttaaatcaccaac 340 A->T 297 Underhill et al. 2001
39|M43 B2a2a B2a2a 7643271 actaaaacaccattadaaacaaaaa | ctaaacaacataataacccc 309 A->G 77 Underhill et al. 2001
40|M44 Elal Ela 20212032 ctaacaccttctaatattttaaa tataatttctatatatttaaaaac 389 G->C 263 Underhill et al. 2001
41|M45 P P rs2032631 20327175 actaacaadacacttctaaa aatatattcctaacaccttec 352 G->A 109 Underhill et al. 2001
42|M47 J2a1 J2a 20210718 adatcatcccaaaacaatcataa aaqgactaaaatcaatccaatcta 436 G->A 395 Underhill et al. 2001
43|M48 C3c C3c 20209269 aaacaatatatatactaattttact tcaatataaatattaatataaaaata 240 A->G 160 Underhill et al. 2001
44|M49 A2 A2 rs2032633 20328114 caacaacadataaaaacaat tacttcaaaaaatagaaactc 354 T->C 229 Underhill et al. 2001
45|M50 Ola2 O1b rs2032632 20328060 caacaacadataaaaacaat tacttcaaaaaataaaaactc 354 T->C 175 Underhill et al. 2001
46 |M51 A3b1 A3b1 rs34078768 20328251 aagcctctatctcctaaaac taactactctattacaaca 339 G->A 33 Underhill et al. 2001
47|M52 H1 H 20212587 actataacataatcatctaaaata gacdaaacaaacatttcaagaaaa 534 A->C 477 Underhill et al. 2001
48| M54 E2b E2b rs2032620 20328652 cctectctaatctaaattt tatatcaagactaattccat 360 G->A 164 Underhill et al. 2001
49|M55 D2 D2 rs2032621 20332126 cataaacatttaacaacaa cctttcttcataatecteee 382 T->C 228 Underhill et al. 2001
50|M56 Rlala Rlala rs2032622 20332274 ccagaaactqaagtacaaatac tctcattactacctetettt 399 A->T 39 Underhill et al. 2001
51|M57 D2 D2 20211305 attaaaaaaaaataatttcta attctatatcttttccattatttac 326 +1bp 133 Underhill et al. 2001
52|M58 Eilblal E3al 20195692 tctctaacttctataaaccac agaaaaactaaactctaaatctct 327 G->A 224 Underhill et al. 2001
53|M59 A3a A3a 20328164 caacaacaataaqaacaat tacttcaaaaaataagaaactc 354 A->C 179 Underhill et al. 2001
54|M60 B B rs2032623 20337461-20337460 acactagcattcatcatct atattcattataattcaaaaaa 388 +1bp 242 Underhill et al. 2001
55|M61 L L rs34289137 20210837 attaaattaatttcaaccttc attttattttctatattccttac 190 C->T 98 Underhill et al. 2001
56|M62 Jla J1 7643254 actaaaacaccattadaaacaaaaa | ctaaacaacataataacccc 309 T->C 60 Underhill et al. 2001
57|M63 A3b2 A3b2 rs2032625 20330026 ctettcecttaattectatte ttaaacagaaacatccacc 308 G->A 43 Underhill et al. 2001
58|M64.1 D2 D2 rs2032626 20362771 tatagaccctaactactcaagagaa aatagccctttccaatctat 325 A->G recurrent 279 Underhill et al. 2001
59|M64.2 Rlalc Rlalc rs2032626 20362771 tatagaccctaactactcaagagaa aataaccctttccaatctat 325 A->G recurrent 279 Underhill et al. 2001
60|M65 R1b1b2b R1b3 20365653 ttctaataccaacttattca actacaaaattaaaataacctta 436 A->T 152 Underhill et al. 2001
61|M66 Eilblaé E3a6 rs2032627 20340961 ctatataacaccatcaaatac acatcttctaaaaacatacttcc 415 A->C 135 Underhill et al. 2001
62|M67 J2a2 J2f rs2032628 20338197 ccatattctttatactttctacctac atcttttcacttattcataaac 409 A->T 377 Underhill et al. 2001
63|M68 J2a3 J2b 20338088 ccatattctttatactttctacctac atcttttcacttattcataaac 409 A->G 268 Underhill et al. 2001
64 |M69 H H rs2032673 20353446 aattatcataacccactatacttta atctttattccctttatcttact 257 T->C 222 Underhill et al. 2001
65|M70 T K2 rs2032672 20353269 aattatcataacccactatacttta atctttattccctttatcttact 257 A->C 45 Underhill et al. 2001
66|M71 A2 A2 rs2032638 20353835 ttaaattataqgtcccttaccte acttcttttctataataacta 328 C->T 197 Underhill et al. 2001
67|M72 I1b1 I1a3 rs2032637 20353795 ttaaattataqgtcccttacctc acttcttttctataataacta 328 A->G 157 Underhill et al. 2001
68|M73 Ribib1 R1b4 rs2032634 20348262-20348263 cagaataataagaagaatttttaat attttccttattttctaaacaac 361 2bp deletion 260 Underhill et al. 2001
69|M74=N12 P P rs2032635 20349155 atactataataactaaatattaaaa aattcaacttttaccacttctaaa 385 G->A 195 Underhill et al. 2001
70|[M75 E2 E2 rs2032639 20349565 actaacagaaqaaataaattacagac | tattaaacaaaaacatttataa 355 G->A 296 Underhill et al. 2001
71|M76 L1 L1 20216704 taagaaataacaaattaaaaaaaa cctaataaaata taatc 493 T->G 339 Underhill et al. 2001
72|M77 C3c C3c 20218526 cttttcttcccttaactattec acaacaataacaaatcaacc 371 C->T 129 Underhill et al. 2001
73|[M78 Elbibila E3b1 20352691 cttcaaacattattttttttaat atagtattccttcacctttectt 301 C->T 197 Underhill et al. 2001
74|M81 Eilbibib E3b2 rs2032640 20351960 acttaatttataatttcaatccctca ttcataaaaatatctatatctaa 422 C->T 147 Underhill et al. 2001
75|M82 Hia H1 rs2032675 20353562-20353563 ctatactcctaaataacctat aagaacaattaaacacactaactc 328 -2bp 179 Underhill et al. 2001
76 |M83 Mibib M2b rs2032641 20332675 aaaaaaaqaattatccagaaa aataacccatacttacttaac 503 C->T 120 Underhill et al. 2001
77|M84 Elbibicla rs2032642 20357751 acaatatacatttctacttcca cccactccaactaaattcaaq 439 A del 48 Shen et al .2000
78|M85 E2b1 E2b rs2032616 20355604 aacadaattatcaggaaaaaattt ttttacttattcatatactttcaa 568 C->A 437 Underhill et al. 2001
79M86 C3c C3c rs2032643 20365305 tcccattatttgctatatttact tttctcatttaacttttctaacce 324 T->G 85 Underhill et al. 2001
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80|M87 Rlalc Rlalc rs2032644 20365497 tcccattatttactatatttact tttctcatttaacttttctaaccc 324 T->C 277 Underhill et al. 2001

81|M88 O2a1 O2a1 rs2032645 20360237 attctaaaatcaaacaactaaa tatttattctattctataatcttec 314 A->G 166 Underhill et al. 2001

82|M89 F-R F-R rs2032652 20376701 agaaacagattaatatcccact tccaattaaagaaatcccctca 527 C->T 347 Underhill et al. 2001

83|M90 E2b E2b rs2032646 20383717 taatatttcttcaatctttaaaa aagatagaatcctactaccacc 331 C->G 170 Underhill et al. 2001

84 |M91 A A rs2032651 20366926 aaqcttaqactttagaacaa aaactttaaaacacttctaac 495 9T->8T 368 Underhill et al. 2001

85|M92 J2a2a J2f1 rs2032648 20363411 ttaaatttcccagaattttac ttcagaaactaattttatatcc 470 T->C 340 Underhill et al. 2001

86|M93 C3a C3a 20361893 aacaaaacaaaacaaaaatactaaa |aattcacttaaaaataatttaaatta 504 C->T 459 Underhill et al. 2001

87|M94 BR BR rs2032647 20397546 cacatagagaacagadaaatac cttataaaatattataaaaataa 405 C->A 227 Underhill et al. 2001

88|M95 0O2a 0O2a rs2032650 20397832 aaatagaaatcaaaataccaaa aaactttctataacctaaaaa 480 C->T 172 Underhill et al. 2001

89|M96 E E rs9306841 20238386 attaccctctcacaaaacac aaqatcactagaaaaattac 440 G->C 70 Underhill et al. 2001

90|M97 Hia2 Hib 20238101 attaccctctcacaaaacac aaqatcactagaaaaattac 440 T->G 355 Underhill et al. 2001

91|M98 E2b E2b 20238622 gaataaaatattacatagaaa cctattataagagacctattttcc 395 G->C 158 Underhill et al. 2001

92|M99 J2b2a J2ela 20238682-20238684 aaataaaatattacatagaaa cctattataaaaaacctattttcc 395 1 bp deletion 96-98 Underhill et al. 2001

93|M101 Olala Ola 20176860 tcacaacaacttcaacaaa cctttttagatcataattctt 460 C->T 154 Underhill et al. 2001

94|M102 J2b J2el rs2032608 20385500 aaactaaaacacttataataaat attttttaaatccttatttattctt 480 G->C 301 Underhill et al. 2001

95/M103 O1a2 O1b rs2032609 20395526 caataaataaactcacacataattcc | ccaattttatttcaatttcacaac 463 C->T 259 Underhill et al. 2001

96 |M105 C1 C1 rs2032612 20325879 aaaaqacaacctaadaaaa aaataaacacattctatcat 572 C->T 478 Underhill et al. 2001

97|M106 M1 M rs2032611 20325812 aaaaqacaacctaadaaaa aaataaacacattctatcat 572 A->G 411 Underhill et al. 2001

98|M107 Eibibibl |E3b2a rs2032613 20391026 caaaaacactcaaattect ctttactcccacttatacaaca 376 A->G 298 Underhill et al. 2001

99|M108.1 B2a2 B2a2 rs2032679 20392323 adatagaaccaacadaaaa acacagataaattaaataataat 321 T->C recurrent 40 Underhill et al. 2001
100|M108.2 B2b3a B2b3a rs2032679 20392323 adataagaaccaacadaaaa acacagataaattaaataataat 321 T->C recurrent 40 Underhill et al. 2001
101|M109 B2ala B2al 20233568 aqatatcaaatatcttcaacct aqaaatttcctactacttac 312 C->T 264 Underhill et al. 2001
102|M110 O1la2 O1b 20366485 caagagaaqaaccataaaaaa aacctttactacacataataaacat 389 T->C 241 Underhill et al. 2001
103|M111 O2a1 O2a1 20226693-20226694 aatcttctacaaaaaattcc caqctacaaaacaaaatactaaac 393 2bp (TT) deletion 188-189 Underhill et al. 2001
104|M112 B2b B2b 20227347 actttttccaacaattatttttaa tatatttcttaataataaaaccaat 445 G->A 286 Underhill et al. 2001
105|M113 0O3a3b1 03d1 20227521 actttttccaacaattatttttaa tatatttcttaataataaaaccaat 445 A->G 112 Underhill et al. 2001
106|M114 A2a A2a 20225151 ttaccacacaattaaataattctaaa caaataaaattagaqcaatta 434 T->C 387 Underhill et al. 2001
107|M115 B2b2 B2b2 20225698 agtttacaatcacatcaatttaaa tectttttctaccatatctctattt 413 C->T 201 Underhill et al. 2001
108|M116.1 D2a D2b 20224669 aaatataacttataaaatacaaaaaaa | attcaattaaattttacaataaaca 429 A->T 176 Underhill et al. 2001
109|M116.2 Eilbla2 E3a2 20224669 aaatataacttataaaatacaaaaaaa | attcaattaaattttacaataaaca 429 A->C 176 Underhill et al. 2001
110|M117 0O3a3cl O3el 20224700-20224703 aaatataacttataaaatacaaaaaaa | attcaattaaattttacaataaaca 429 4bp deletion 142-145 Underhill et al. 2001
111|M118 A3b2b A3b2b 20223353 attctaaatttcacttcctaatcc taattccctaaattacactacctc 478 A->T 109 Underhill et al. 2001
112|M119 Ola o1 20222073 aaatacttataaatttcccaaa ttcacacaatatacaaaatatattctt 330 A->C 224 Underhill et al. 2001
113|M120 Qilal Q1 20366782 aaqcttaaactttagaacaa aaactttaaaqgcacttctaac 495 T->C 224 Underhill et al. 2001
114|M121 0O3a1 0O3a 20366741-20366745 aaqcttaaactttagaacaa aaactttaaaacacttctaac 495 5 bp deletion 183-187 Underhill et al. 2001
115|M122 03 03 20224062 taataaactctacttaattaccttt caacaaattagattttcttac 393 T->C 73 Underhill et al. 2001
116|M123 Eibibic E3b3 20223974 taataaactctacttaattaccttt caacgaattagattttcttac 393 G->A 161 Underhill et al. 2001
117|M124 R2 P1 20223889 taataaactctacttaattaccttt caacagaattagattttcttac 393 C->T 246 Underhill et al. 2001
118|M125 D2a1l D2b1 rs2032614 20389674 accaccctcttatacctet tcaagaattatataaaaaccc 367 T->C 301 Underhill et al. 2001
119|M126 R1b1b2h1 R1b5 rs2032615 20389651-20389654 accaccctcttatacctet tcaagaattatataaaaaccc 367 4 bp deletion 277-280 Underhill et al. 2001
120|M127 A3b2 A3b2 20222661 tgaaaqaaaatcaatataagaac tataaaaataactataattcaaca 412 C->T 372 Underhill et al. 2001
121|M128 Nia N1 20227316-20227317 actttttccaacaattatttttaa tatatttcttaataataaaaccaat 445 -2bp 316-317 Underhill et al. 2001
122|M129 B2b3 B2b3 20177105 aataqcttactacaaagaacatttc tacacaatctctaccaaagaaaa 255 G->A 221 Underhill et al. 2001
123|M131 C1 C1 20173766-20173774 cacacccadaatacaataatttt ctttttattctacaaatatacattttc 306 9 bp deletion 93-101 Underhill et al. 2001
124|M132 Ela El rs2032617 20355649 aacadaattatcaggaaaaaattt ttttacttattcatatactttcaa 568 G->T 482 Underhill et al. 2001
125|M133 0O3a3cl O3el 20175715 taaaatagaaatcaataaactcaat ccttttetttttctttaaccette 211 1bp (T) deletion 116 Underhill et al. 2001
126|M134 03a3c O3e 20175606 acaatcatcaaacccagaaaa tctttaacttctctttaaacaa 232 -1bp 54 Underhill et al. 2001
127|M135 A2 A2 20175681 taaaataqaaatcaataaactcaat ccttttetttttctttaaccctte 211 +1bp 150 Underhill et al. 2001
128|M136 Eilbibicla |E3b3al rs2032618 20353141 atataaaaacaacactatataa ttataataatcttaattctcataa 339 C->T 196 Underhill et al. 2001
129|M137 J2a4 J2c 20223846 taataaactctacttaattaccttt caacagaattagattttcttac 393 T->C 289 Underhill et al. 2001
130|M138 Hia3 Hic 20172243 aacttccaaaactatqaaaaagatt aattaaaacagccccttcaa 442 C->T 291 Underhill et al. 2001
131|M139 BR BR 20165774 ttactaataataccatattatttta ttctcagacaccaataatcct 459 5G->4G 401 Underhill et al. 2001
132|M141 A2 A2 20165365 catcttaaaatacatttcataacttt acttactattaaatctaacatect 424 T->A 51 Underhill et al. 2001
133|M143 Q1ia2 Q2 20349206 atactataataactaaatattaaaa aattcaacttttaccacttctaaa 385 G->T 246 Underhill et al. 2001
134|M144 A3b A3b rs2032619 20384888 adcacaagadtcacattaaa aagacaaaactttttattatt 452 T->C 342 Underhill et al. 2001
135|M145=P205 DE DE rs3848982 20176596 ttcaacaagaataaacaaaaaa cctttttaaatcataattctt 208 G->A 166 Underhill et al. 2001
136|M146 Bla B1 20238639 gaataaaatattacatagaaa cctattataagagacctattttcc 395 A->C 141 Underhill et al. 2001
137|M147 K1 K3 20221470 atattctaaaacaattttaaa ttaatacaagaaattattttaaaca 439 1 bp insertion (extra T) 116 Underhill et al. 2001
138|M148 Eilbibia3a |E3bla 20355481 aacadaattatcaggaaaaaattt ttttacttattcatatactttcaa 568 A->G 314 Underhill et al. 2001
139|M149 Eilbla3 E3a3 20355636 aacadaattatcaggaaaaaattt ttttacttattcatatactttcaa 568 G->A 469 Underhill et al. 2001
140|M150 B2a B2a 20328907 acadatagaaataaaataagac cctactttcccectctteta 289 C->T 146 Underhill et al. 2001
141|M151 D2a2 D2b2 20352022 acttaatttataatttcaatccctca ttcataaaaatatctatatctaa 422 G->A 209 Underhill et al. 2001
142|M152 B2ala B2ail 20327456 aaaqctattttaatttectttca accttatataaatataatta 287 C->T 101 Underhill et al. 2001
143|M153 Ribib2c R1b6 20165748 ttactaataataccatattatttta ttctcagacaccaataatcct 459 T->A 427 Underhill et al. 2001
144 |M154 Eilbla4 E3a4 20352065 acttaatttataatttcaatccctca ttcataaaaatatctatatctaa 422 T->C 252 Underhill et al. 2001
145|M155 Eibla5 E3a5 20195719 tctctaacttctataaaccac agaaaaactaaactctaaatctct 327 G->A 251 Underhill et al. 2001
146 |M156 Eilbla6 E3a6 20176615 ttcaacaaaaataaacaaaaaa cctttttaaatcataattctt 208 A->G 147 Underhill et al. 2001
147 |M157 Rialb Rialb 20327242 actaacaadacacttctaa aatatattcctaacaccttec 352 A->C 176 Underhill et al. 2001
148|M158 J2a5 Jad 20175754 taaaatagaaatcaataaactcaat ccttttctttttctttaacccttc 211 G->A 77 Underhill et al. 2001
149|M159 O3a3a 03c 20210828 attaaattaatttcaaccttc attttattttctatattccttac 190 A->C 89 Underhill et al. 2001
150|M160 Ribib2h2 [R1b7 20348253 caqaataataagaagaatttttaat attttccttattttctaaacaac 361 A->C 251 Underhill et al. 2001
151|M161 12a2a I1b2a 20176903 tcacaacaacttcaacaaa cctttttaaatcataattctt 460 C->A 111 Underhill et al. 2001
152|M162 O3a3cla O3ela 8680323 agaacttatcaaaaaacaat taatacacttcctcctttaataa 288 C->C/T 202 Underhill et al. 2001
153|M163 J2a2b J2f2 20189745 acadcatataaaactttcaaa aaaacctaactttactcaaac 340 A->C 168 Underhill et al. 2001
154|M164 0O3a2 0O3b 20216694 taagaaataacaaattaaaaaaaa cctaataaaata taatc 493 T->C 329 Underhill et al. 2001
155|M165 Eibibib2 |E3b2b 20326047 aaaacaadaaattcaatccaa ttttaacaaattaaatcaccaac 340 A->G 132 Underhill et al. 2001
156 |M166 J2a2b J2f2 20224082 taataaactctacttaattaccttt cadcaaattaagattttcttac 393 G->A 53 Underhill et al. 2001
157 |M168 CR CR rs2032595 13323385 agtttaaaatagaatactatttact aatctcataaatctctaactattc 473 C->T 371 Underhill et al. 2001
158 |M169 B2b2 B2b2 rs2032594 13323111 agtttaaaatagaatactatttact ccaaaaccccgaaaaactctt 473 T->C 97 Underhill et al. 2001
159|M170 1 1 rs2032597 13357186 tacttcacacaaatacattt ccaattactttcaacatttaagacc 405 A->C 327 Underhill et al. 2001
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160|M171 A3b2a A3b2a 13323454 agtttaaqatagaatactatttact ccaagaccccgaagaactctt 473 G->C 440 Underhill et al. 2001
161|M172 J2 J2 rs2032604 13479028 ttaaaattacttttataatctaatactt | ataatttattactttacaatcacaataa 345 T->G 197 Underhill et al. 2001
162|M173=pP241 R1 R1 rs2032624 13535818 aagaaatattaaactaaaaattaat aaatatatctaacatccatta 417 A->C 191 Underhill et al. 2001
163|M174 D D rs2032602 13463674 acatctcaaatcattatttaat aaaaadqccatacaattaccta 348 T->C 219 Underhill et al. 2001
164 |M175 [0] [0] rs2032678 14018100-14018104 ttaaacaagaaaaatagtaccca ctccattcttaactatctcaaaaa 444 -5bp 84-88 Underhill et al. 2001
165|M178 Nicl N3a 20201143 taaacctaaagaacaatcaqaa cadaqaaadcaataagaaca 514 T->C 220 Underhill et al. 2001
166 |M179 D2 rs2032596 13348094 attatacaaaattaaaataaccaa adacaaattcacatcactaataa 426 C->T 316 Underhill et al. 2001
167|M180=P88 Eibla rs2032598 13359735 acactactatactataatttataaa taataaaatttctctacataaacaa 447 T->C 402 Underhill et al. 2001
168|M181 B B rs2032599 13360948 acttttatttattctacttttattttt aacaataaccaattctttttcat 294 T->C 130 Underhill et al. 2001
169|M182 B2 B2 rs2032601 13378470 tattcaaaqacttaaaacaataatta aaaatcatcttataactaaattatect 364 C->T 38 Underhill et al. 2001
170|M183 Elbib1b2 rs2032600 13398177 actaaataaatataactataattaaa | ttccttttaacctattattactttcc 427 A->C 324 Underhill et al. 2001
171|M184=USP9Y.217a |T rs20320 13407557 cactttattttaatctatatctttttc aaacttaagtaacatctatttctectct 305 G->A 62 Underhill et al. 2001
172|M185 L rs2032607 13414253 aaaatacctatcactaaatatac atcattcatttctacttaaaac 430 C->T 89 Underhill et al. 2001
173|M186 M1 M rs2032681 13432855 ttacatttactattctagaqaattct atacttactttaataaaattaacac 365 1 bp deletion 62 Underhill et al. 2001
174|M188 0O3a3b1 rs2032605 13434263 atattccctttaaagaaacatatta aaatccatcacaaattaattttttc 401 C->T 185 Underhill et al. 2001
175|M189 M1 M rs2032606 13455099 actctcaacttatatttatcatta acttttaatacactctactttt 378 G->T 191 Underhill et al. 2001
176 |M190 A3b A3b rs2032603 13477921 ctctatcacaaqtaaagaaataat ctatccattaatagccttttt 346 A->G 73 Underhill et al. 2001
177|M191=P86 Eibla7 rs2032590 13529007 ttacatttatcataattaat accaqgaataattttttatattttc 429 T->G 342 Underhill et al. 2001
178|M192 B2b rs2032662 13523656 cataaactactaacatttt aaatccttttaatttatttattt 457 C->T 202 Underhill et al. 2001
179|M193 T rs2032676 13523900-13523899 acctaaataaaqaaataaa accttctccatttttaacct 426 4 bp insertion 56 Underhill et al. 2001
180|M194 Qla3a2 Q3b rs2032677 13523944 acctaaataaaaaaataaa accttctccatttttaacct 426 T->C 101 Underhill et al. 2001
181|M195 Eilbla6 rs2032680 13525930 ccactcaactttcctcaaat cattcatttaatcataaaatca 515 A->G 430 Underhill et al. 2001
182|M196 A2 A2 rs2032591 13540076 ttacacaacttactactttaatatect taaacattacataaaaaattactat 445 C->G 330 Underhill et al. 2001
183|M197 Hlal rs2032610 13534992 tcaaacaatttaattaattacttcc aagacacatcctcaactaatcttt 408 T->C 105 Underhill et al. 2001
184|M198 Rlal rs2020857 13540146 taaaataaaatatatcaatatacc taatttcaaaaatttattaatctt 444 C->T 45 Underhill et al. 2001
185|M199 Qla3a3 Q3c rs2032589 13540505-13540504 taaaataqaatatatcaatatacc taatttcaaaaatttattaatctt 444 1 bp insertion (extra G) 404 Underhill et al. 2001
186|M200 E2bla rs2032593 13540810 aacttacacttacaaacttta agagaaatatacaagaatctaaacc 429 G->A 318 Underhill et al. 2001
187|M201 G G rs2032636 13536923 tatacatttattaaatatatatc attctaaataaaaattcaaaca 326 G->T 136 Underhill et al. 2001
188|M202 A3b2 rs2032649 13538886 agaattacaaqatttaaac accacccacctataatcc 392 T->G 259 Underhill et al. 2001
189|M203 DE DE rs2032653 14100931 aaagtaccaaactaaqaataa aaattctactatactctcca 503 G->C 248 Underhill et al. 2001
190|M204 Rialc rs2032655 14100595 aaaaaacaaaatattccaa tgaagaaqaatctattagccta 286 T->G 234 Underhill et al. 2001
191|M205 J2b1 rs2032657 14096903 atataatactataattagaaaaca ccaaactatataataataaataaa 541 T->A 78 Underhill et al. 2001
192|M206 A2 A2 rs2032656 14096856 atataatactataattaaaaaaca ccaaactatataataataaataaa 541 T->G 31 Underhill et al. 2001
193|M207 R R rs2032658 14091377 adgaaaaatcagaaatatcecta caaaattcaccaagaatcctta 423 A->G 79 Underhill et al. 2001
194|M208 C2a rs2032659 14085597 ataaatacaaaatcacctaataaat ttaaacaacaaaattactaacaaaa 507 C->T 352 Underhill et al. 2001
195|M209 0O3a3b1 rs2032661 14085184 cactatcttccacaataatta aaataattttatatttatcttcec 550 A->G 471 Underhill et al. 2001
196 |M210 Cda rs2032660 14085174 cactatcttccacaataatta aaataattttatatttatcttcec 550 A->T 461 Underhill et al. 2001
197|M211 B2b4b B2b4b rs2032663 14054008 caattcactatttaaaaaatcca aaaatctctaatttatttaacaa 538 C->T 381 Underhill et al. 2001
198|M212 A2 rs2032664 14036089 tataatcaaattaccaattactaac ttttataacattaaataacaaa 409 C->A 234 Underhill et al. 2001
199|M213=P137 F-R F-R rs2032665 14036145 tataatcaaattaccaattactaac ttttataacattaaataacaaa 409 T->C 290 Underhill et al. 2001
200[M214 NO [0] rs2032674 13981319 tattacaaaatatagaaacaaaac aaaataccacttcactccaa 460 T->C 404 Underhill et al. 2001
201|M215 Eibib rs2032654 13977218 ataaaactcaaatatatacatcccata |aaaaaaaaagaatcactatcttaaca 386 A->G 163 Underhill et al. 2001
202 |M216 C C rs2032666 13946958 ctcaaccaatttttataaaactaa aaaaatctaaactaatatatcttat 557 C->T 54 Underhill et al. 2001
203|M217 C3 C3 rs2032668 13946727 acttatttttaatctctcttccat acctattaaatattacatttcttt 461 A->C 219 Underhill et al. 2001
204 |M218 B2ail rs2032671 13946457 ttataaatttttttccatcaatc tttattaacaataatattacaaaaa 482 C->T 380 Underhill et al. 2001
205|M219 A3b2 rs2032669 13946309 ttataaatttttttccatcaatc tttattaacaataatattacaaaaa 482 T->C 232 Underhill et al. 2001
206|M220 A3b A3b rs2032670 13946444 ttataaatttttttccatcaatc tttattaacaataatattacaaaaa 482 A->G 367 Underhill et al. 2001
207 |M221 J12b rs2032667 13945710 aagaaatatqaaaggaaaata ttaaacttttataacactaacagaaac 324 G->A 200 Underhill et al. 2001
208 |M223 12b 20176695 ttcaacaagaataaacaaaaaa cctttttagatcataattctt 208 C->T 67 Underhill et al. 2001
209 |M224 Eibiblala 20352687 cttcaaqcattattttttttaat ataatattccttcacctttcctt 301 T->C 193 Underhill et al. 2001
210|M226 Sid rs9341275 14100841 aagtaccaaqactaaqaata tccttacaaccactaaaaaa 380 C->T 158 Kavser ev al.. 2006
211|[M227 I1b rs9341274 14100840 aagtaccaaactaaqaata tccttacaaccactaaaaaa 380 C->G 157 Underhill et al. 2001
212|M230 S rs9341277 13990766 aattttaacaatatatacataacca acattattaatatataaatcttcattac 164 A->T 82 Kavser et al., 2003
213|M231 N rs9341278 13979118 cctattatcctaaaaaatataa attccaattcctaatcacttaa 331 G->A 110 Cinnioalu et al.. 2004
214|M236 B1 2709696 taaaacaaaatctcactcta ataatactcagaactcagacct 329 G->C 108 Cruciani et al.. 2002
215|M241 J2b2 rs8179022 13527853 aactcttaataaaccatacta tccaatctcaattcataccte 366 G->A 57 Cinnioalu et al.. 2004
216|M242 Q rs8179021 13527976 aactcttaataaaccatacta tccaatctcaattcataccte 366 C->T 180 Cinnioalu et al.. 2004
217|M253 1 rs9341296 13532101 acaacaataaqaattttttta caactccacctctatacaattt 400 C->T 283 Cinnioalu et al.. 2004
218 |M254 S1 rs9341297 13532157-13532156 tccttatttactataatacttac caactccacctctatacaatt 92 or 110 18bp insertion between 30/31 Kavser et al., 2006
219|M258 1 rs9341301 13532758 tatataacatatattaaatatttaaat | aacttttaaataatttacatctttc 475 T->C Rootsi et al., 2004
220|M267 1 rs9341313 21151206 ttatcctgagecgttgtcectg tgtagagacacggttgtaccct 287 T->G 148 Cinnioglu et al., 2004
221 |M269 Ribic rs9786153 21148755 ctaaagatcaaaatatctcccttta aaattattttcaatttaccaa 379 C->T 358 Cruciani et al.. 2002
222 |M272 T rs9341308 21148163 caagaaaagaccatatttt cadcaaadatttaatagacattt 496 A->G 212 Shen et al., 2004
223|M274 L2b rs9341310 21147189 accatacccaagaataaaa ctaaacatacttcaaaacttc 457 C->T 47 Regueiro et al ., 2006
224|M280 J2b2b rs13447367 20338150 ccatattctttatactttctacctac atcttttcacttattcataaac 409 G->A 330 Semino et al.. 2004
225|M281 Eibibid rs13447370 20223888 taataaactctacttaattaccttt caacgaattagattttcttac 393 G->A 247 Semino et al., 2002
226|M284 12b1 21159845-21159848 agcaattttcatttaaacaaa adgcaaaactttcaacacttc 399 ACAA delition 104 Rootsi et al.. 2004
227|M285 G1 rs13447378 21151128 ttatcctaaaccattatcecta tatagaagacacaattataccct 287 G->C 70 Cinnioalu et al.. 2004
228 |M286 G2a2 rs13447379 21151187 ttatcctaaaccattatcecta tatagagacacaattataccct 287 G->A 129 Cinnioalu et al.. 2004
229 |M287 G2b rs13447380 21151158 ttatcctaaaccattatcecta tatagagacacaattataccct 287 A->T 100 Cinnioalu et al.. 2004
230|M288 B1 2709694 taaaacaaaatctcactcta ataatactcagaactcagacct 329 C->A 110 Cruciani et al.. 2002
231|M289 J2a6 rs13447368 20338096 ccaatcaqcaatacaaaaatta acatttctttaattatacaaacaa 387 G->A 227 Shen et al.. 2004
232|M290 Eibibicib rs13447369 20338213 ccaatcaacaatacaaaaatta acatttctttaattatagaaacaa 387 C->T 344 Shen et al., 2004
233|M294 CR rs9341317 21154333 cataatccaaacaatttattttta actaactaatacttccacagaa 507 C->T 305 Shen et al., 2004
234|M295 L rs9341318 21154439 cataatccaaacaatttattttta actaactaatacttccacaaaa 507 T->C 411 Shen et al., 2004
235|M296 M1 rs9341319 21154509 agattaaaagaaataattttaaa cactatatatagactaaaccaa 536 C->T 165 Kavser et al.. 2006
236|M299 BR rs13447347 21157894 caaacttaatctatacttttc taatctatcacaataacaat 483 T->G 127 Shen et al., 2004
237|M300 0O3a5 rs13447348 21158586 cagacaaatctactttcaatct atcaaacactacaattcaaaac 500 G->A 153 Shi et al., 2005
238 |M304 J rs13447352 21159241 caaadtactaaaattacaaa cttctaacttcatctacattat 527 A->C 421 Cinnioalu et al.. 2004
239|M305 A3b2 rs13447353 21159562 aacttgtgaaacaactagtgat attacatttattgcctctactt 545 C->T 331 Shen et al., 2004




Page 5 of 35

Haplogroup | Haplogroup

SNP (YCC2008) | (YCC2002) |RefSNP ID Y-position Forward Primer Reverse Primer PCR Size(bp) Mutation Site Reference
240|M306 R rs1558843 21159971 aacaattttcatttaaacaaa adcaaaactttcaacacttc 399 C->A 231 Regueiro et al., 2006
241 |M307 I1 rs13447354 21160339 ctttcattacttaaaaataaac aaacaaatatactatattatac 307 G->A recurrent 202 Rootsi et al., 2004
242 |M314 J2b rs13447442 21162467 atttccaaactattcaaaaa actttagcaaaatcaactttat 456 A->C 419 Shen et al., 2004
243|M317 L2 rs13447360 21164059 ctttcctactataataacatc ccttaataaccaaaacacaa 292/290 GA del 168 Senaupta et al.. 2006
244 |M318 J2a7 rs13447372 21154381 cataatccaaacaatttatttt actaactaatacttccacaaaa 507 T->C 353 Shen et al., 2004
245|M319 J2a8 rs13447373 13977179 ataaaactcaaatatatacatcccata |aaaaaaaaagaatcactatcttaaca 386 T->A 124 Shen et al., 2004
246 |M320 T1 rs13447374 13540161 taaaatagaatatatcaatatacc taatttcaaaaatttattaatctt 444 T->G 60 Shen et al., 2004
247 |M321 J2b2c rs13447375 13540272 taaaatagaatatatcaatatacc taatttcaaaaatttattaatctt 444 C->T 171 Shen et al., 2004
248 |M322 J2a1 rs13447376 13979134 cctattatcctaaaaaatataa attccaattcctaatcacttaa 331 C->A 126 Shen et al., 2004
249 |M323 Q1a6 rs13447377 20327106 actaacaagacacttctaa aatatattcctaacaccttec 352 C->T 40 Shen et al.. 2004
250[M324 O3a rs13447361 2881786 taatagaaaacaaagaaaaaa aacaaattaatttccaaaaat 418 G->C 379 Shi et al., 2005
251|M327 J2a2al 20363475 ttaaatttcccagaattttac ttcaqaaactaattttatatcc 470 T->C 404 Semino et al.. 2004
252|M329 Elbic 2935527 ccaatcttcattccctcate actatcaaaataaattattt 358 G->C 289 Semino et al., 2004
253|M333 0O3a6 13356860-13356909 tacttcacacaaatacattt ccaattactttcaacatttaaaacc 405 or 406 G insertion 51 Shi et al., 2005
254 |M335 Ribic 13535789 aagaaatattaaactaaaaattaat aaatattatctaacatccatta 417 T->A 162 Cinnioalu et al.. 2004
255|M339 J2a9 2941367 adacaqaacaactgagaaca cacttcccaaaatcaaacaat 517 T->G 285 Cinnioalu et al.. 2004
256 |M340 J2a10 20338087 ccaatcaacaatacaaaaatta acatttctttaattatagaaacaa 386 G->C 218 Cinnioalu et al.. 2004
257|M342 G1 21653330 adaagaattttctaacaaaaca taaaaatcacttttacaact 173 C->T 52 Cinnioalu et al.. 2004
258 |M343 R1b rs9786184 2947824 tttaacctcctccaactctaca acccccacatatctccaaa 424 C->A 402 Cinnioalu et al.. 2004
259 |M346 Q1la3 2947155 adataaaaaaaacaaccaa tctatccacatatatccata 419 C->G 33 Senaupta et al.. 2006
260|M347 ca4 2937478 aaatagaaaatatatttcaacc aacaacaataaacaaataactc 558 A->G 374 Hudiashov, 2007
261|M349 L2a 2953277 taaaattaaaaatactcata caaaattaataaaccattaact 493 G->T 209 Cinnioalu et al.. 2004
262|M353 M2 15818661 aaatagagctcataactaaact tactatcagaacccaccaaa 215 G->A 131 Kavser et al.. 2006
263 |M356 Cs5 2948203 ccccattttttectctctace cacataacctaaaataatcata 459 C->G 185 Hudiashov, 2007
264 |M357 L3 2948252 ccccattttttectctctace cacataacctaaaataatcata 459 C->A 234 Senaupta et al.. 2006
265|M365 Jib 2948678 ccttcatttaagactataactac tatatctttaattaaagataa 274 A->G 246 Cinnioalu et al.. 2004
266 |M367 Jlel 2948628 ccttcatttaaactataactac tatatctttaattaaaataa 274 A->G 196 Cinnioalu et al.. 2004
267|M368 Jlel 2948632 ccttcatttaagactataactac tatatctttaattaaaataa 274 A->C 200 Cinnioalu et al.. 2004
268|M369 Jie2 2948477 ccttcatttaaactataactac tatatctttaattaaaataa 274 G->C 45 Cinnioalu et al.. 2004
269|M370 Hib 2948598 ccttcatttaaactataactac tatatctttaattaaaataa 274 C->G 166 Cinnioalu et al.. 2004
270|M377 G2c 13536827 tatacatttattaaatatatatc attctaaataaaaattcaaaca 326 A->G 40 Senaupta et al.. 2006
271|M378 Qib 13536901 tatacatttattaaqtatatatc attctaaataaaaattcaaaca 326 A->G 114 Senqupta et al., 2006
272|M379 12b2 13536923-13536924 tatacatttattaaatatatatc attctaaataaaaattcaaaca 326 GT del 136-137 Senaupta et al.. 2006
273|M387 M2 2800274 aataaacttcctacctcaatate tataaatttacaaaaataaa 459 T->G 138 Kavser et al., 2006
274|M390 Jic 2948678 ccttcatttaagactataactac tatatctttaattaaaataa 275 A ins 246 Semino et al., 2004
275|M407 C3d 2810408 attataccctactctaaaatacttc atagaaataaaacttcaccatattac 418 A->G 149 Senaupta et al.. 2006
276 |M410 J2a 2811678 caatcattaaccttaaatctaaatccc  |actaaatacctttctaaaaaaaatta 395 A->G 115 Senaupta et al.. 2006
277|M419 J2a11 13977300-13977304 ataaaactcaaatatatacatcccata |aaaaaaaaagaatcactatcttaaca 386/381 AAAAG del 244 Senaupta et al.. 2006
278|M427 F2 17601991 ccttcacttcaaaactacttc taaagaaacaaaatatctacta 400 C->T 229 Senaupta et al.. 2006
279|M428 F2 17601953 ccttcacttcaaaactacttc taaagaaacaaaatatctacta 400 G->A 267 Senaupta et al.. 2006
280|M450 11 rs17316597 7608915 aaatctaacataaaccttcc agtactacaaqaagattaaqgcc 341 G->A 193 Underhill et al. 2007
281|YAP DE DE caggggaagataaagaaata aaaccactattagacaacct 599(Alu+) Alu- ->Alu+ Hammer and Horai 1995
282 |P1 Eibla E3a 20071555 adgadaadtaaaaataaga actactaaaaaaaaataaat 858 C->T 230 Hammer et al. 1998
283|P2 Eib1 E3 20070219 qatacaaatqagaaadgaact ctaaaaactagaaagagaaa 536 C->T 153 Hammer et al. 1998
284|P3 A2 A2 20069973 aatacaaataagaaagaact ctaaaaactaaaaaaagaaa 536 G->A 397 Hammer et al. 1998
285 |P4 A2 A2 21907102 taatctcaqaaaatttttac aadaatcataataccaacat 160 C->T 108 Hammer et al. 2001
286 |P5 A2 A2 20303745 aacccctaccacaaatacat tctaaaacccctagagaaatc 624 C->T 36 YCC. 2002
287|P6 B2b1 B2b1 6828265 ctaaaaatagccatttctta ccatctaactcaataattaa 122 G->C 83 Hammer et al. 2001
288 |P7 B2b4 B2b4 25750998: 25030181: 23396433 |atgcctacaaaatgacac ccaacaatatgtcacaatctc 327 T->C 60 Hammer et al. 2001
289 |P8 B2b4a B2b4a 22456047 22720971; 21958753 |agadadataadaagacac cataacatcttatcatatct 661 G->A 461 Hammer et al. 2001
290|P9.1 CR CR 13435843 tataataaatataatttcaa tctaaactagaaacataa 475 C->A 319 Hammer et al. 2001
291|P9.2 Eilbla7al 13435843 tataataaatataatttcaa tctaaactagaaacataa 475 A->C 319 present paper
292 (P12 D2alal D2a 25030206, 23396458 atacctacaaaataacac ccaacaatatatcacaatctc 327 A->G 84 YCC. 2002
293|P14 F-R F-R 15907992 tttcagaatttctctact tttttttttaatataaaaa 741 C->T 361 Hammer et al. 2000
294|P15 G2a G2 21653414 acaaaattttctaacaaaaca taaaaatcacttttacaact 191 C->T 138 Hammer et al. 2000
295|P16 G2al G2a 19434578; 19128376 adactccatctataacacac taaccttatagaccaacccca 169 A->T 105 Hammer et al. 2000
296 (P18 G2ala G2a1l 25751219: 25029753: 23396005 |taaatctaattcacaaataa ccaacaatatatcacaatctc 697 C->T 208 YCC. 2002
297 (P19 1 I 22456063 22720988; 21958769 |agaaagataadaagacac cataacatcttatcatatct 661 T->G 478 Hammer et al. 2001
298 (P20 Gla G1 25029911; 23396163 taaatctaattcacaaataa ccaacaatatatcacaatctc 697 C del 158 YCC. 2002
299|P21 Nicla N3a1 25031163; 23397415 taaccctttatcttaattacaa atactaaatccaaatata 819 C->A 759 YCC. 2002
300[P22=M104 Mib1 M2 8679592 acttcaaaaacttatcaa adagacccaattattacacac 369 G/A->A 169 Hammer et al. 2001
301 |P25 R1ib1 R1b rs150173 23396703: 25030451: 25751227 |atacctacaaaataacac ccaacaatatatcacaatctc 327 C->A 79 Hammer et al. 2001
302|P27.1 P P rs9786896 8680377, 8679538 acttcaaaaacttatcaa adgacccaattattacacac 369 G/G->G/A 115 Hammer et al. 2001
303 |P27.2=DYS257 O3a1 rs9786896 8680377, 8679538 acttcaaaaacttatcaa adgacccaattattacacac 369 G/G->G/A 115 Shi et al., 2005
304 (P28 A2b A2b 20340503 agaadcaatactctaaaaaat tttaaaaaaacattattctc 519 C->T 410 Hammer et al. 2001
305|P29 E E 13007215 aatagactatttaaaaaaqa agccaaataccaatcatcac 684 A->C 534 YCC. 2002
306|P30 I1 Ila 13006761 aatagactatttaaaaaaqa agccaaataccagtcatcac 684 G->A 80 YCC. 2002
307|P31 02 02 13005251 taaaactacatattccctat acactatcactataaatatt 703 T->C 126 Hammer et al. 2001
308|P32 B2ala B2a1 13005252 taaaactacatattccctat acactatcactataaatatt 703 -T 127 YCC. 2002
309 (P33 C2al C2a 25031122; 23397374; 25750056 |taaccctttatcttaattacaa atactaaatccaaatata 819 T->C 718 Hammer et al. 2001
310(P34 Mila M1 22076575; 22100115; 22456098 |agaaagataadaagacac cataacatcttatcatatct 661 G->A 512 YCC, 2002
311|P35 M1 M 25750785; 25030393; 23396645 |taaatctaattcacaaataa ccaacaatatatcacaatctc 697 T->C 641 YCC, 2002
312|P36.1 A2 13006449 tgaaggacaataagtacaca taaatccattaatctacaaa 637 G->A 217 Hammer et al. 2003
313|P36.2 Q1 Q 13006449 taaaqaacaataaagtacaca taaatccattaatctacaaa 637 G->A 217 YCC. 2002
314|P37.1 D2 D2 13001692 catctataaccttaaaaa tccaaaaatacagacttt 447 T->C 135 YCC, 2002
315|P37.2 I2a I1b 13001692 catctataaccttaaaaa tccaaaaatacaagacttt 447 T->C 135 YCC. 2002
316 (P38 I 11 12994387 agadaaaaaataagaaacc agacaaaaaacaadatt 491 A->C 197 YCC, 2002
317|P39 C3b C3b 12994589 agadaaaaaataagaaacc agacaaaaaacaadatt 491 G->A 399 YCC, 2002
318|P40 I1 Ilal 12994402 aagagaaaaaataagaaacc agacaaaaaacaadatt 491 C->T 212 YCC, 2002
319|P41.1 D2 D2 13001679 catctatagccttgaaaa tccaaaaatgcagacttt 447 T->C 122 YCC, 2002




Page 6 of 35

Haplogroup | Haplogroup

SNP (YCC2008) | (YCC2002) |RefSNP ID Y-position Forward Primer Reverse Primer PCR Size(bp) Mutation Site Reference
320/P41.2 =M359 12a1 I1b1 13001679 catctataaccttaaaaa tccaaaaatacaaacttt 447 T->C 122 YCC. 2002
321|P42 D2ala D2a 12991737 acccacttqaactcca agagaatataaatcaactcta 481 G->A 245 YCC. 2002
322|P43 Nib N2 20340361 agaadcaatactctaaaaaat tttaaaaaaacattattctc 519 G->A 268 YCC. 2002
323 |P44 Cc3 Cc3 13005259 taaaactacatattccctat acactatcactataaatatt 703 G->A 134 YCC. 2002
324|P45 E2blal 20340135 gaadcaatactctaaaaaat tttaaaaaaacattattctc 519 G->A 42 Hammer et al. 2003
325|P46 Eibla 20340240 gaadcaatactctaaaaaat tttaaaaaaacattattctc 519 C->T 147 Hammer et al. 2003
326|P47 D3a 13007176 aatagactatttaaaaaaqa agccaaataccagtcatcac 684 C->T 495 Hammer et al. 2003
327 (P48 Qla4 13006660 taaaaaacaataaatacaca taaatccattaatctacaaa 637-638 Tins 428 Hammer et al. 2003
328 (P49 02b 13006415 taaaaaacaataaatacaca taaatccattaatctacaaa 637 A->T 183 Hammer et al. 2003
329|P50 B2ala 13005250 taaaqctacatattccctat acactatcactataaatatt 703 G del 125 Hammer et al. 2003
330|P51 Mial 13002050 aaaqtctgcattttcaaa acagaatgaacacacaatac 350 T->C 64 present paper
331|P53.1 C3e 13001657 aatatcaccttccatcta acataatcatctataactcc 476 T->C 112 present paper
332|P53.2 D2albil 13001657 aatatcaccttccatcta acataatcatctataactcc 476 T->C 112 present paper
333|P54 C2a2 13001667 aatatcaccttccatcta acataatcatctataactcc 476 A->G 122 present paper
334|P55 ceé 12998960 tcatacctattaaattattc tatctctaatacaaaataa 367 C->A 142 present paper
335|P56 Jid 12997346 ataaataattaatagataaatat cctacctatcatactattctcaa 524 A->G 143 Hammer et al. 2003
336|P57 Sla 12997074 aactacattcctcataa aatcacctatcatatcattatc 519 T->G 312 Hammer et al. 2003
337|P58 Jle rs34043621 12996675 acatcacccatctcaac agacaaagaacaadatt 306 T->C 189 Hammer et al. 2003
338|P59 Eilbla8a2 12994545 agadaaaaaataagaaacc agacaaagaacaadatt 491 A->G 355 Hammer et al. 2003
339 (P60 K2 12994479 agadaaaaaataagaaacc agacaaagaacaadatt 491 T->C 289 Hammer et al. 2003
340(P61 Sib 12992202 ccacttccctctcacca cctatcaccttataataaat 525 G->A 275 present paper
341|P62 C3f 20303337 aacccctaccacaaatacat tctagaacccctagaaaaatc 624 Cins 443 present paper
342 (P63 Nib1 20303215 aacccctaccacaaatacat tctagaacccctagaaaaatc 624 Cins 566 Hammer et al. 2003
343 |P65 Eilblbla2b 25030262 taaatctaattcacaaataa ccaacaatatatcacaatctc 697 C->A 510 present paper
344 |P66 R1b1b2f 25030321 taaatctaattcacaaataa ccaacaatatatcacaatctc 697 G->A 569 present paper
345 |P67 Niclb 25030358 taaatctaattcacaaataa ccaacaatatatcacaatctc 697 T->C 606 Hammer et al. 2003
346 |P68 E2 13435749 tataataaatataatttcaa tctaaactagaaacataa 475 G->A 290 Hammer et al. 2003
347 (P69 P rs7892898 13435814 tataataaatataatttcaa tctaaactagaaacataa 475 T->C 225 Hammer et al. 2003
348 (P70 B2b4a 20071656 aagaagaatactaatttect aaaccactattaqacaacct 912 G->A 266 Hammer et al. 2003
349 |P71 A3bla 20071466 adagaaqgaatactaatttect aaaccactattagacaacct 912 T->C 457 present paper
350(P72 Eilbibif 20070241 aatatcaacaataaaatata ctaaaatttaactataatac 1810 G->A 794 Hammer et al. 2003
351|P75 E1b2 20340386 gaadcaatactctaaaaaat tttaaaaaaacattattctc 519 G->A 293 Hammer et al. 2003
352|P76 Gib 20340415 aaadacaatactctaaaaaat tttaaaaaaacattattctc 519 G->C 322 present paper
353|P77 T2 13435596 tataataaatataatttcaa tctaaactagaaacataa 475 G->A 72 Hammer et al. 2003
354 |P78 12b3 6800387 ttatttacctcacttata tctaacaataatcaaaatat 1135 C->T 248 present paper
355|P79 K3 6800377 ttatttacctcacttata tctaacaataatcaaaatat 1135 T->C 258 Scheinfeldt et al..2006
356 P80 H2a 6799899 ttatttacctcacttata tctaacaataatcaaaatat 1135 G->C 736 Wilder et al. 2004a
357|P81 J2a12 6799856 ttatttacctcacttata tctaacaataatcaaaatat 1135 C->T 779 present paper
358 |P82 Ala 6799826 ttatttacctcacttata tctaacaataatcaaaatat 1135 G->T 809 Wilder et al. 2004a
359 (P83 Sic 6799772 ttatttacctcacttata tctaacaataatcaaaatat 1135 C->T 863 Wilder et al. 2004a
360 (P84 J2b2d 6799767 ttatttacctcacttata tctaacaataatcaaaatat 1135 C->T 868 Wilder et al. 2004a
361 |P85 B rs9341290 13529972 ttttcactttccaacttttcat agactcttatatactatacta 423 T->C 43 Wilder et al. 2004a
362|P87 M1b 13529113 acaacaaacaataaataa actaacctcacccaatct 676 A->C 224 Scheinfeldt et al.,2006
363|P89 Q1a5 13359859 acattacaaaaccttaat tacctaacaatactccc 857 G->T 258 Wilder et al. 2004a
364 P90 B 13359973 acattacaaaaccttaat tacctaacaatactccc 857 C->T 372 Wilder et al. 2004a
365|P91 F1 13359993 acattacaaaaccttaat tacctaacaatactccc 857 C->T 392 Wilder et al. 2004a
366|P92 C5a 13360247 acattacaaaaccttaat tacctaacaatactccc 857 C->T 646 Wilder et al. 2004a
367[P93 O3a rs34248257 13378896 adaaaataataaaaataata cttatttatttcacaacaaa 1344 C->T 316 Wilder et al. 2004a
368 P94 Mia2 13379075 adaaaataataaaaataata cttatttatttcacaacaaa 1344 G->A 495 Wilder et al. 2004a
369 |P95 12b4 13379100 adaaaataataaaaataata cttatttatttcacaacaaa 1344 G->T 520 Wilder et al. 2004a
370(P96 F3 13379137 adaadataataaaaataata cttatttatttcacaacaaa 1344 C->A 557 Wilder et al. 2004a
371|P97 A 13395667 taaaqaataaataaataa ttttaataqaacaccataa 954 T->G 420 Wilder et al. 2004a
372|P98 Riald 13395751 taaaqaataaqtaaataa ttttaataqaacaccataa 954 C->T 504 Wilder et al. 2004a
373[P99 D3 13395780 tagaaaataaataaataa ttttaataaaacaccataa 954 C->T 533 present paper
374|P100 A3b1l 20362081 taaaattaatatttactaaaatc cctactaaatcaatttccacac 506 G->A 285 Wilder et al. 2004a
375|P101 0O3a3c2 20362006 taaaattaatatttactaaaatc cctactaaatcaatttccacac 506 G->A 360 Wilder et al. 2004a
376|P102 A3bla 13987411 attcaatatctccaaaaatc daaaadcaaaataaaatataa 610 A->C 198 Wilder et al. 2004a
377|P103 O3a4da 13987225 attcaatatctccaaaaatc daaaadcaaaataaaatataa 610 G->C 384 Wilder et al. 2004a
378|P104 F1 13987219 attcaatatctccaaaaatc daaaadcaaaataaaatataa 610 G->A 390 Wilder et al. 2004a
379|P105 Nic 13932356 ttattccacccaacactatta adacacaaataataaaatctt 1090 G->A 580 Wilder et al. 2004a
380(P106 Qla3a3 13932316 ttattccacccaacactatta adacacaaataataaaatctt 1090 G->A 620 present paper
381|P107 R1b1b2g2 13329287 ctaattattcttttctacctta attataccaaaaaacatacc 1081 G->A 268 Wilder et al. 2004a
382|P108 Al 13935641 attctatattctcttttatt acttcacaaataaatact 858 G->A 173 Wilder et al. 2004a
383|P109 Iic 13935399 attctgtgt tctcttttatt acttcagaaataaatgct 858 G->A 415 Wilder et al. 2004a
384|P110 Ela2 13935117 attctgtgt tctcttttatt acttcagaaataaatgct 858 G->A 697 Wilder et al. 2004a
385|P111 B2a2a 13935056 attctgtgt tctcttttatt acttcagaaataaatgct 858 C->T 758 Wilder et al. 2004a
386|P112 B2c 20340313 agaadcaatactctaaaaaat tttaaaaaaacattattctc 519 G->A 220 Wilder et al. 2004a
387|P113 Eilbla7a3a 6800171 ttatttacctcacttata tctaacaataatcaaaatat 1135 T->G 464 Wilder et al. 2004a
388|P114 Alb 13530049 ttttcactttccaacttttcat aadactcttatatactatacta 423 G->A 120 Wilder et al. 2004a
389|P115 Eilbla7a2 13378644 adaaaataataaaaataata cttatttatttcacaacaaa 1344 C->T 64 Wilder et al. 2004a
390(P116 Eilbla7a3 13379084 adaadataataaaaataata cttatttatttcacaacaaa 1344 A->G 504 Wilder et al. 2004a
391|P117 M3 13329087 ctaattattcttttctacctta attataccaaaaaacatacc 1081 G->T 68 Wilder et al. 2004a
392|P118 M3 13529200 acaacaadcaataaataa actaacctcacccaatct 676 C del 311 Wilder et al. 2004a
393|P119 Niclc 13435650 tataataaatataatttcaa tctaaactagaaacataa 475 G->A 126 present paper
394 |P120 D2a3 13935394 attctgtgt tctcttttatt acttcagaaataaatgct 858 G->T 420 present paper
395|P121 Cla 6799857 ttatttacctcacttata tctaacaataatcaaaatat 1135 G->A 778 present paper
396|P122 C1 13360126 acattacaaaaccttaat tacctaacaatactcec 857 C->A 525 present paper
397|P123 1 rs17315821 17676255 adaaatatataataaaataata cttagaatttttttttttctata 417 T->C 257 present paper
398(P124 1 rs17315772 17547696 ttaaatctttctataatatataa aaaacaagaggaataagaacaat 325 A->C 169 present paper
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399 |P125=M429 1 rs17306671 12541334 tatttatttataatattaacaaat taacaatataaaattttcca 491 T->A 288 present paper, Underhill et al.2007
400|P126 1 rs17250163 19685158 tactcattttatctccaqaca ccctatttacctettactct 295 C->G 73 present paper
401|P127 1 rs7892893 8650752 ttttcacaccacaaactcac aactacctctcaccaaagact 362 C->T 213 present paper
402|P128 K-R rs17250121 19296941 caccctatattaaataaagaa tagacaacataaaaaatagataaa 447 C->T 262 present paper
403|P129 1 rs17306699 12654593 agaatagaaaadgaatqaataaata ataaaaataaaatataaactct 464 A->G 258 present paper
404|P130 1 rs17250887 8618969 cacttactaacacaaacaca ctccaaaattatcacaaac 513 A->T 233 present paper
405|P131 K-R rs9786043 13982257 taaatctaaagagaaaaatacct tectccatcataaagaatataaa 199 C->T 108 present paper
406|P132 K-R rs3853054 8739843 aaacatcattacaactcataaa ctaatcagaaaaaagaaaacta 337 G->T 76 present paper
407|P133 F-R rs16980711 10476740 ttcaaaacacatcataaactaat caaccttcaaaactctaacaat 465 G->A 290 present paper
408|P134 F-R rs9786877 7455806 aaacaaaataaaadgacadaaa aatttacactaaataaaact 535 C->G 252 present paper
409|P135 F-R rs9786502 20078244 taaaaaaagagaacaaaatac adcaataagaacaatagaa 480 C->T 261 present paper
410|P136 F-R rs9785908 21450035 caaqcattatataaccttataa ttattattaactattttttcct 459 T->G 199 present paper
411|P138 F-R rs16980478 12709284 tcttaatataataaaataatacc adaataatactcaaatccaac 212 T->C 48 present paper
412|P139 F-R rs1980459 142179559 taatattctatatatatcttatta taataataaacacctataat 408 G->A 181 present paper
413|P140 F-R rs9786636 15821369 aagacaaattctccattactta ttttttccaccttcaccattaa 459 G->C 213 present paper
414 |P141 F-R rs9306845 7001218 ttactttcctectatatccaa ctcacctctactattataa 480 G->A 343 present paper
415|P142 F-R rs4988808 7278079 acccaatatttttttctttta cctatatcaatacattcaac 788 G->A 322 present paper
416|P143 CF rs4141886 12707867 aaaaaqc aadac aacaaaaqtatcaacattataaac 564 G->A 399 present paper
417|P144 DE rs9786431 15520850 tactccctectataattaa cactatcttaatcatttcta 463 G->A 292 present paper
418 |P145 F-R rs17842387 8484089 acacacaaactctctcaa cccaacatcaatctattccac 950 A->G 456 present paper
419|P146 F-R rs16981340 8662415 caatataaactactttta aactatctaaaagaaqaacta 541 C->T 270 present paper
420|P147 E rs16980577 19542808 attcagagaaaac aaa aatgataagtaagaaaaatctaaa 548 T->A 211 present paper
421|P148 F-R rs16980396 17859009 ttaccaaaacttttatactc atcactcaaaaactatccaa 997 C->T 749 present paper
422|P149 F-R rs16980391 17087870 aagaagtccctcagagcac ttcaattcaatttccatcctta 413 G->A 184 present paper
423|P150 E rs9786893 15355833 qaaataataaatataaaaaat ataatacttagaaacacact 979 C->A 498 present paper
424 |P151 F-R rs9786707 8740661 aatcaacaatcccaatataaa gacaagaagadagaacacaad 282 T->C 160 present paper
425|P152 E rs9786634 13174651 atatcttatataacttttaaa ctataaaataataataaa 307 G->C 70 present paper
426|P153 DE rs9786479 17070436 atcacctcatttccectca aatttcccctactettact 736 T->G 501 present paper
427|P154 E rs9786357 18009501 ttcttcttaatttactatattaa cctatctatcttctttctatct 682 G->T 484 present paper
428|P155 E rs9786301 14847931 accacagacaadadataata tttagacccaaataaataac 566 G->A 441 present paper
429|P156 E rs9786126 15929411 ctcectcattcagaaactta atttaatattctattttacaata 488 A->G 237 present paper
430|P157 F-R rs9786095 22769319 caataaaaagaagattacac tttttaatataaactataatc 480 T->C 242 present paper
431|P158 F-R rs9785913 16002907 cagaatacaaataaaacaataa aagacadcacadataccc 606 C->T 501 present paper
432|P159 F-R rs9785905 16606645 aacaaqatctaaaacagaaaa aataaaatttaaaaacaaaa 562 C->A 344 present paper
433|P160 F-R rs9306848 8534189 taaacaaccagaaaattac atataaaaaccatcaaaaataa 257 A->C 20 present paper
434|P161 F-R rs16980495 16687485 atacaaaaaaaaattaatac qaaaqattttattatatttac 818 G->A 453 present paper
435|P162 E rs7067483 6060464 aaaatattagaaaacataaa atataacactataaaaaataac 645 T->C 189 present paper
436|P163 F-R rs4589047 14751710 tattaaataaaactaaaaac agagaaagaagaaataca 331 A->T 144 present paper
437|P164 0O3a3b2 rs17316007 12511232 tatcacctctcaataacaac acattttccatctattctct 857 T->C 271 present paper
438|P165 DE rs16980598 17880310 cattttaaataaataataaaa caaaaactataaatactaaa 194 G->A 94 present paper
439 |P166 F-R rs16980499 15765412 attaatcattctactctaa taatatcctatacctctte 622 C->T 287 present paper
440|P167 DE rs9786489 10461457 atccatagaaataataaaagaata ccccaqaccataacaaaaa 971 G->T 485 present paper
441|P168 E rs16980574 20077971 caaadgaadaatctagaattca aaaataacaaaaatattaa 375 G->C 69 present paper
442|P169 E rs16980548 21327965 aactatcctttctecteca agttaatttatccaacatcca 187 C->T 32 present paper
443|P170 E rs9786025 13530916 tectatacctctttcaaac ctttatcattaccttctttcct 548 G->A 104 present paper
444 |P171 E rs17842518 21853359 ataaccatccaaaqaaatacaaa attatctccaaaccacccat 344 G->T 56 present paper
445|P172 E rs16981311 7025215 ttaccctaatacacatecta aactcccaattaaaacacc 178 C->T 56 present paper
446|P173 E rs16981308 7055523 acaaatcaacagaacagagaac tctaagaactacttcaccta 457 A->G 232 present paper
447 |P174 E rs16980360 14318720 tactccttaactatataac acttctcactecttcaate 401 G->A 51 present paper
448 |P175 E rs9786191 13313471 atcatttattcttaacttcta atatctcatccttaacacta 448 G->A 125 present paper
449|P176 E rs7067279 14444918 acattttacttacagaagaaaa atactattceccteccta 230 T->G 33 present paper
450|P177 Eilb rs16980473 12669846 tacctcaacctcccaaaa ttccaccaacattcctacaa 203 C->T 93 present paper
451|P179 Eib1 rs16980621 12570308 ctaaacaacagaataaaac cataaacattataaaaataaac 480 A->C 218 present paper
452|P180 Eib1 rs 9786035 17110668 taaataaaacatagacaaac cadcaaacaaagaataaaac 1256 G->A 749 present paper
453|P181 Eib1 rs9785940 15903505 ccctetcttectctecate acacattccaccctattaac 592 C->G 355 present paper
454|P182 Eibla rs16980394 17745841 tccaattacttctctaaacc caattataccactatatcta 837 G->A 416 present paper
455|P183 DE rs16980749 7392132 ctcactatctaaactaac atccttecttacctectee 289 C->T 166 present paper
456 |P184 C 7278128 acccaatatttttttctttta cctatatcaatacattcaac 788 T->C 371 present paper
457|P186 [0] rs16981290 7628568 ttcaatactaacaatctaaa ccacctctacctectaaa 333 C->A 95 present paper
458|P187 F-R rs17174528 9168252 caacagagaadacagtcaagaat tactatcacccaaaaatacc 488 G->T 178 present paper
459(P188 NO rs16980610 22043750 aagtaaataaataccaaatc aaagaagaadacccaatcaa 184 G->A 134 present paper
460|P189 Eilbla rs9786819 12707977 agaaadc aagac aacaaaatatcaacattatagac 564 G->A 509 present paper
461|P190 D2 16606643 aacaaqatctaaaacagaaaa aataaaatttaaaaacaaaa 562 A->G 342 present paper
462|P191 [0] rs16980601 13924509 ccttctctataaacaacttctc ccatccacctactcattat 173 A->G 80 present paper
463|P192 NO rs1698064 32077478 caaataataattataacaaa ttacaaaaaaaataaaaaac 361 A->G 122 present paper
464|P193 NO rs16980426 20673609 aaaaatataaatcaacaaaaac daagcaaaccaccaaaadaac 431 T->G 142 present paper
465|P194 NO rs16980363 14712374 agattaatactataatccttaa aattacttcttaatttttac 368 C->G 113 present paper
466|P195 NO rs2196155 21074650 actttctatttccaccatttta tacataaaaataattctccca 598 A->G 299 present paper
467|P196 [0] rs917759 14263707 adtaaaaataaagaaagacatta aaaattataaacaagaac 641 C->A 554 present paper
468|P197 O3a rs17276358 17688857 taatcaacdaaaacaqaataac ttcaataaacaacaaataaata 450 G->T 177 present paper
469|P198 o3 rs17269816 15563165 acctttattcttattaataa cttataatatattagattccc 355 T->C 198 present paper
470|P199 O3a rs17269928 17156436 ctttaaacacaaattcttca taaaccaaaataaataaaa 556 A->G 222 present paper
471|P200 O3a rs17316592 17069399 tatacaaactacattttattta caadaaaactataacttac 768 T->G 393 present paper
P201=IMS-
472|)5T021354 O3a3 rs2267801 2888196 acatctattattaatttacc cattcatttctcttecttett 949 T->C 464 present paper
473|P202 S 12511024 tatcacctctcaataacaac acattttccatctattctet 857 T->A 241 present paper
474|P203 Olal rs13447354 21160339 ttctcactaatttaataaatcta gaacgaatatactatattat 262 G->A recurrent 157 present paper
475 |P204 S 3605172 agatagcacactcagctcac tttccagaatacctaataatat 528 G->T 324 present paper
476|P207 P rs9786896 8679538 cacacatccacaatactctc aactatactccaatctccacaaa 335 G->A 147 present paper
4771P209 J rs17315835 17688729 tagtcaagaaggcagaatagc ttcaataaacaacaggtaaata 450 T->C 49 present paper
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478|P211 Eibla 2723707 caatctataacaaataaata adgaaaacgactaacaac 731 T->A 295 present paper
479|P212 I 3605070 aagataacacactcaactcac tttccagaatacctaataatat 528 T->A 222 present paper
480|P214=M436 12b rs17315680 17256887 taaacaaccatcaaaagaac tattttatttaaatatttaaaaa 971 G->C 784 present paper, Underhill et al.2007
481|P215=M438 12 rs17307294 15148198 taatattttctactctaata cacttaaatatttacttttataaaa 487 A->G 261 present paper, Underhill et al.2007
482|P216 12b rs17306657 12502338 agaacctaaatcacaagaa aaaattatatcattaacaacaac 646 C->G 253 present paper
483|P217 12b rs7892900 7688484 acaattcatcaataaaatt atcaacattcacacaaat 372 C->T 83 present paper
484|P218 12b rs7067532 16003024 cacaqcatcaaccaaactc acaaccttaagaaaaaaa 576 T->G 287 present paper
485|P219 12b rs17221964 14027245 ataacataacaaacadactacaa ataaataaatataacaacaaa 597 T->G 469 present paper
486|P220 12b rs17316910 22885057 tttactcaaactaatctc atctcttaactaaatataa 701 G->T 491 present paper
487|P221 12b rs17316729 8413707 aacttacttaaatcctct cagaaaadaatctaaagtatataacaa 1095 C->A 957 present paper
488|P223 12b rs17222244 15208728 atcataccaaatcagaaat cctcaatacttacattcattattaa 709 C->G 452 present paper
489|P224 R rs17307398 15795387 ttatattatcacttttatttaa aaactatctctcaaacaatct 674 C->T 374 present paper
490|P225 R1 rs17307070 14099736 attataccattcttatttcac acatatatatttaacctaa 562 G->T 256 present paper
491|P226 P rs17250992 8905380 agagagtaqgqacttcagatagaa atacaaagttcattaggtatgc 522 C->T 422 present paper
492|P227 R rs4481791 19869094 qtattcagtagacccacctc ccacattttctttatccagtc 701 G->C 334 present paper
493|P228 P rs17222419 16017731 cagaatcagaaactggqgatg atccagtgagaatqgctatgc 520 C->T 321 present paper
494|P229 R rs9786915 8110994 taaaatatatgattttatgaaq aagcctgtaactacccacc 701 G->C 344 present paper
495|P230 P rs9786781 15979506 tccccagagtacatagtattca cactgtcaagccattatacctc 852 G->A 488 present paper
496 |P231 R1 rs9786465 10599615 tcttctccaaccagataata ccacaaaccatagaacaata 478 A->G 248 present paper
497|P232 R rs9786261 21444520 tacaaatgctctgaagqatag qgaaaagttctcaaagttatca 519 G->A 418 present paper
498|P233 R1 rs9786232 19625746 tcagcaggaagacaaagaqq ctaggattacagqgcqgtgag 793 T->G 445 present paper
499 |P234 R1 rs9786197 19577276 acagqctggtctcacactcc tcatcaaataaattaacaa 389 T->C 351 present paper
500|P235 P rs9786119 17707606 ttcaaggaagaaagaggaag ataaaactggagatgacagag 595 A->G 435 present paper
501 |P236 R1 rs9785959 16291572 cttgagatttggagaggatg atatttttattatttgtctattgag 306 C->G 234 present paper
502 |P237 P rs9785740 8394875 acttctagaactatgacte cctggatgtcagttttagtg 765 A->G 278 present paper
503 |P238 R1 rs9785717 7831131 ctttcacctagtcagecttc taccaaccatttctctaccc 888 G->A 485 present paper
504 |P239 P rs8181264 16390624 tatatctagtgaaacaaaaqq tcagqagaagaaggatagac 563 G->C 426 present paper
505 |P240 P rs6530605 13108816 aaaggagaccccataaccq qccaaaaacaagatgataggaa 831 T->C 441 present paper
506 |P242 R1 rs7067478 7707357 qctatttctecttctctatg ataaatcccaaatcaatcaaag 456 G->A 170 present paper
507 |P243 P rs4141564 8745083 tcagtgaaaacattaggaaaca qagaaggaagatgagtaagaaq 547 A->G 294 present paper
508 |P244 P rs2740981 12943107 qcaaaatcactagatggataatc caagttcttactcgccacte 729 G->A 471 present paper
509 |P247 A2 rs9341312 21151116 ttatcctaaaccattatcecta tatagagacacagttgtaccct 287 T->A 51 present paper
510/P248 A2 rs9341314 21151209 ttatcctaaaccattatcecta tatagagacacagttgtaccct 287 G->T 151 present paper
511|P249 R2 8395203 acttctagaactatgacte cctggatgtcaggttttagtg 765 G->A 606 present paper
512|P254 F4 3604898 agatagcacactcagctcac tttccagaatgcctaataatat 528 C->T 50 present paper
513|P255 C 8745038 tcagtgaaaacattaggaaaca qagaaggaagatgagtaagaaq 547 G->A 140 present paper
514|P256 M 8745230 tcagtgaaaacattaggaaaca qagaaggaagatgagtaagaaq 547 G->A 442 present paper
515|P257 G rs2740980 12942936 qcaaagtcactggatggataatc caagttcttactcgccactc 729 G->A 299 present paper
516|P258 E2bla2 13540552 aacttacacttacaaacttta agadaaatatacaagaatctaaacc 429 A ins 59 present paper
517|P259 I1d 14100868 aaagtaccaaactaaqaata tccttacaaccactaaaaaa 380 T->G 185 present paper
518|P260 C 15795400 ttatattatcacttttatttaa gaactatctctcaaacaatct 674 A->C 387 present paper
519|P261 K4 12502279 agadacctaaatcacaagaa aagattatatcattaacaacaac 646 G->A 194 present paper
520|P262 A2c 6992148 ccttataaactaataactatc agaaaacaatgaacccaqagaaa 346 G->C 251 present paper
521|P263 K4 19625357 tcaacaqaaagacaaagaqa ctaagattacaqacataaa 793 A->C 56 present paper
522 |P266 H2b 6799738 ttatttacctcacttata tctaacaataatcaaaatat 1135 A->T 897 present paper
523|P267 R2 16538063 tcccaataaatatatcaatacc ataaaaaaaactctaaacaaa 817 C->G 252 present paper
524 |P268 Eibla9 22399065 catacaaataacaaaaaacagaaa |taaagacacataacagaaaaaatact 562 T->A 300 present paper
525|P269 Eibla9 22399066 catacaaataacaaaaaacagaaa |taaagacacataacagaaaaaatact 562 A->G 301 present paper
526|P277 Eibla8a rs16980558 14088609 atatcaacattattcttctct attttaaaattacaaaca 260 A->G 72 present paper
527|P278 Eilbla8a rs7067418 8527053 actcattctctcagacaaa aaattctecteecctaaac 781 G-A 361 present paper
528|P279 J2a13 2941377 adacaqaacaactaagaaca cacttcccaaaatcaaacaat 517 G-A 295 present paper
529 |P280 R rs891407 20302478 accacttctaataagaacaat ctaatcaaccaacaaaatct 1048 A->G 950 present paper
530/P281 P rs17315758 17473657 tcccaataaatatatcaatacc atqaaqaaqactctagacaaa 1212 A->G 978 present paper
531|P282 P rs17307656 16538055 attaataccaataaataa accacatactacaataaaaactaac 817 A->G 244 present paper
532|P283 P rs3865828 20553879 aatccaaactaaataaatatc ttacttacttatcatctact 642 C->T 116 present paper
533|P284 P rs4116821 20531728 taaaaaaattaaatattttttct tttactaaaaactcataataatc 765 C->G 659 present paper
534 |P285 R rs17249974 17776738 actttttatatctttataac taacaaaacatctctctaac 425 C->A 219 present paper
535|P286 R1 rs1118473 16225645 actaatataqaatatctataa agatgtatgaaaaaccctaa 245 C->T 195 present paper
536 |P287 G2 rs4116820 20531485 taaaaaaattaaatattttttct tttactaaaaactcataataatc 765 G->T 416 present paper
537|P289 A3b 8527082 actcattctctcaaacaaa aaattctecteecctaaac 781 C->G 390 present paper
538|P291 A3b1l 8526988 actcattctctcagacaaa aaattctecteecctaaac 781 C->G 296 present paper
539|P292 Qla3a3 13540161 taaaatagaatatatcaatatacc taatttcaaaaatttattaatctt 444 G ins 404 present paper
540|P293 Eibla rs16981297 8835178 tacctaatcatttataaactct caatacccttccaactacac 583 G->A 351 present paper
541|P294 R1 rs1005041 7630822 ataatatttctccattaaactc ttacattacaataaataaaaacaa 398 G->C 240 present paper
542|P295 P rs895530 8023031 attcacaataacatctaattac cctctctaaatectacctac 455 T->G 245 present paper
543|P297 Ribib rs9785702 17165902 agtattacccttcctaacac aaaaaadatatctacaataatatac 487 G->C 242 present paper
544[12f2.b D2 D2 ctaactaatcaaaatacttacaaatc  |aaatcccttecttacaccttatac 88 present->absent Rosser et al. 2000
545 |12f2a J J ctaactaatcaaaatacttacaaatc  |aaatcccttcecttacaccttatac 88 present->absent Rosser et al. 2000
546|472 0O2b1 0O2b1 3496442 taaatcaatatcaataaatc taattacacctta(a)cataac 381 G->C 291 Shinka et al. 1999
547|50f2(P) B2b B2b 21906455 caccaccatatcccacaaattta atacatctattaactctttcataa 687 G->C 547 YCC. 2002
548 |92R7 P P 6165721; 10364337 aacccactatagacctaact acctatctacttcaataatttct 722 G->A 504 Hurles et al. 1999
549 |Apt H2 F1 21905719 taaattacattcaacttcacttac ctaaattcaaatactcaaatctc 820 G->A 423 Pandva et al. 1998
550|DYS391p Eib1 E3 13122402 ctattcattcaatcatacaccca aqattctttataataaatcta 285 (11 repeats) C->G 168 YCC, 2002
551 |IMS-JST002611 0O3a4 rs2075181 7606726 tattaactatacacaacaac ataaccctttacaatacctt 130 C->T 75 Nonaka et al.. 2007
552 |IMS-JST021355 D rs2267802 2888425 aacccagcccattttatcta agacaaaadgaatcaaaataa 96 A->G 36 Nonaka et al., 2007
553 |IMS-JST022454 0O2b rs2268588 22919969 taataacattttctaataaa aacacatcaqgactctactaa 119 T->G 61 Nonaka et al., 2007
554 |IMS-JST022457 D2alb rs2268591 22873985 qataattaccaataacacaa tcaactaagaaaaaacaaca 90 C->G 40 Nonaka et al., 2007
555|LLY22g N1 N 22124037; 22432174 atagataacatcttcataaat aatattaacctttacaactc 210 C/C->C/A 122 Tvler-Smith (unpublished)
556 |MEH1 A2 A2 21906644 atacatctattaactctttcataa caccaccatatcccacaaattta 687 C->G 330 YCC, 2002
557 IMEH2 Qla Q rs4252209 4985637 attcataatatttgattcagaacag taccatgaaaattcataatccaca 938 G->T 880 YCC, 2002
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Haplogroup | Haplogroup

SNP (YCC2008) | (YCC2002) |RefSNP ID Y-position Forward Primer Reverse Primer PCR Size(bp) Mutation Site Reference
558|MSY2.1 B2b4b B2b4b ctaactttaaaaacataata ctacactttataaacataca 499/400 4->3 Bao et al. 2000
559|MSY2.2 o1 01 ctaactttaaaaacataata ctacactttataaacataca 499/400 4->3 Hammer et al ., 2001
560 N1 Dla rs3212291 13360920 taattttttttttactttta agcaaaaqaaatctaacgaa 240 C->G 115 Deng et al. 2004
561 |N2 Dlal rs3212287 20359276 ccaaactagaatacaataac tcattatccattttacaaaa 298 T->C 138 Dena et al. 2004
562 |N4 O3a3bila rs3212290 20397920 ttcttaaaatcaaataaaat ctacctttccctcaaaacac 302 A->T 142 Deng et al. 2004
563 N5 0O3a3bib rs3212292 13360932 taattttttttttactttta agcaaaaqaaatctaacgaa 240 T->A 127 Deng et al. 2004
564 |N14 Qlal rs3212294 13540044 ttagacaacttactacttta taaacattacataagaaatt 445 C->A 298 Dena et al. 2004
565 | PK1 A2 20992895 tcaactttcttaaataattatacatt tctattcaaaagaacctctataa 451 C->A 60 Mohvuddin et al. 2006
566 |PK2 C3 21078608 tatatcctaatatcttttaa taacaacaacatctcttaactaa 466 T->C 342 Mohvuddin et al. 2006
567 |PK3 L3a 21078913 tatatcctaatatcttttaa taacaacaacatctcttaactaa 466 T->C 265 Mohvuddin et al. 2006
568 | PK4 O2ala 19745350 ccatcctcccataactaat acttccaaaataccctttat 451 A->T 83 Mohvuddin et al. 2006
569 | PK5 Rlale 21717383 ttccaaacacatacttctac taaaaaaqaaaagaaagactac 393 C->T 186 Mohvuddin et al. 2006
570 |RPS4Y5,,=M130 C C rs35284970 2794854 tatctcctcttctattacaa ccacaadagadaaaaaacac 205 C->T 41 Bergen et al. 1999
571 |SRY10831 1 BR BR rs2534636 2717176 ccacaacctctttcatc aataaaaatcccataaaata 536 A->G 135 Hammer et al. 1998
572|SRY1ns31 5 Rla Rla rs2534636 2717176 ccacaacctctttcatc aataaaaatcccataaaata 536 G->A 135 Hammer et al. 1998
573 |SRY>627=M167 R1b1b2d R1b8 rs1800865 2718271 aqgtcttttttgecttctta atacacaatttcttttaa 1242 C->T 299 Veitia et al. 1997
574 |SRYa0ea=M40=P20 |E E rs9786608 2723943 qgcattttgttacccttctcaac taacaaaacttacaaaatttc 612 G->A 258 Hammer et al. 1998
575 |SRYaes 02b 0O2b rs11575897 2715180 gccgaagaattgcagtttac attaataaacaataaataac 148 C->T 52 Shinka et al. 1999
576 |SRYa12e =M177 M2a K1 2718869 tttaacattaacaaaaccaa gacaaccaadgaadagdaacc 1067 C->T 363 Hammer et al. 1998
577 |Tat Nic N3 rs34442126 13431977 aactctaaatatagacttataa aaaaataccataaaaatataaa 112 T->C 28 Zerial et al. 1997
578|U106=M405 R1bib2g rs16981293 8856078 actctaatacataagaaattc agtctaaactcttaagaaataa 255 C->T 46 Sims et al. 2007, Underhill et al. 2007
579|U152 R1b1b2h rs1236440 13842543 cttaactatacaagcctctttttaa aacattccacacttaaaaataa 172 C->T 127 Sims et al. 2007
580|U174=P252 Eibla7a rs16980586 14760751 tccctacaataaaataatttta ctcagactttaaataaaatttac 107 G->A 46 Sims et al. 2007
581|U175 Eibla8 rs16980588 14763088 ctaatcacactaaaacacca tctaataaccaaaagaaatcaaaa 72 G->A 48 Sims et al. 2007
582|U179 1 rs2319818 14864102 aagaqagatatgacqactaatt caactcctcttttcaactctca 275 G->A 220 Sims et al. 2007
583|U181 Eilbla8ala rs16980589 14883820 cactaacacatagaactaaata atttaccaagaacccccatc 90 C->T 41 Sims et al. 2007
584|U186 Eibla7 rs16980370 14987946 acctaaqcccttctcataaa atctactaaatttctccttattaa 106 A->G 29 Sims et al. 2007
585|U198=M467 R1b1b2qg1 rs17222279 15348893 tcatcattacataaatataacta ttaaattctataataatttaaactt 77 G->A 24 Sims et al. 2007, Underhill et al. 2007|
586|U209 Eibla8a rs16980502 15804352 cccacaggaatacaaaaaat cacctacaqgcattaaataaa 72 C->T 33 Sims et al. 2007
587|U247=P253 Eilbla7 rs2068150 17348769 aaaaaaaaattcttctcaat tcaaaaacaatacactataa 78 C->T 45 Sims et al. 2007
588 |U250=P222 12b rs17315723 17397594 ctaattatctatccttctcaac attaaaaatataattataaca 778 G->C 476 Sims et al. 2007
589|U290 Eibla8al rs16980406 20105446 atcacctaaaaaaccacta tatacagacaaaaacatacc 140 T->A 95 Sims et al. 2007
590 |USP9Y.2=M222 |R1blb2e rs20321 13411808 aataataaataaaqaataaaaa cattcaaaatcccaaaactatc 264 G->A 175 Sun et al. 1999
591|V6 Elbibile 6992007 ccttataaactaataactatc aaaaacaataaacccagagaaa 346 G->C 110 Cruciani et al. 2004
592|V12 Eibibial 6883099 caaaatttattttcaaaaaaaaaa ccataaaattaaattaaaaaaa 439 A->G 222 Cruciani et al. 2006
593|V13 Elbibia2 6902263 atctatagagacccaaaatac agtatatcaacaatacccaa 491 G->A 207 Cruciani et al. 2006
594 V19 Eibibia3b 20355588 aacagaattatcaggaaaaaattt ttttacttattcatatactttcaa 568 T->C 421 Cruciani et al. 2006
595|Vv22 Eilbibia3 6919957 aatacctcaacttacagaaataa cactaaccagaaacaacataaa 289 T->C 84 Cruciani et al. 2006
596 |V27 Eibibla2a 6956051 ctcctcaaacacctatactate actcaataactctagagaac 360 A->T 211 Cruciani et al. 2006
597|V32 Eibibialb 6992821 acaaaatcccagaacatcatt tcattaacccaaaacaaaca 355 G->C 197 Cruciani et al. 2006
598|V36 Eilbibia2 6874246 tectctttccacttacctteca caaatacaaatcaccatttaaa 449 T->C 383 Cruciani et al. 2007
599 |V65 Eilbilbla4 15797066 cctcaacctactaaatatgaccata ataaccacacaattctccat 349 G->T 77 Cruciani et al. 2007
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Supplementary Table 2. De novo ascertained SNPs and corresponding assignment to haplogroups.

alleles snp_id(rs) position P_number | name/alternative name Haplogroup
T/G 9786479 17506232 153 DE
G/A 16980598 18316106 165 DE
GIT 9786489 9465552 167 DE
CIT 16980749 7035088 183 DE
G/IC 9786634 13673922 152 E
GIT 9786357 18445297 154 E
G/A 9786301 15347202 155 E
AIG 9786126 16365207 156 E
G/IC 16980574 20513767 168 E
G/A 9786025 14030187 170 E
GIT 17842518 22289155 171 E
G/A 16980360 14817991 174 E
G/A 9786191 13812742 175 E
T/A 16980577 19978604 147 E1
G/A 9786105 7104792 178 E1b1
A/C 16980621 13069579 179 E1b1
G/A 9786035 17546464 180 E1b1
C/IG 9785940 16339301 181 E1b1
G/A 16980394 18181637 182 E1b1a
G/A 9786819 13207248 189 E1b1a
G/A 16981297 8478134 293 E1b1a
T/C 2032598 13859006 M180 E1b1a
G/A 9786252 2556163 E1b1a
G/A 9785989 5611238 E1b1a
CIT 768983 6521247 E1b1a
C/A 9786904 7360983 E1b1a
G/A 9786036 8131043 E1b1a
T/C 9786299 8170688 E1b1a
G/A 9786248 8211704 E1b1a
AT 9786074 8262743 E1b1a
CIT 9786574 8289969 E1b1a
CIT 16980754 8449396 E1b1a
GIT 7893091 12905603 E1b1a
CIT 9785753 13675860 E1b1a
T/C 9786100 14323712 E1b1a
AT 16980497 17335733 E1b1a
AIG 16980606 17508672 E1b1a
CIT 9786135 17682050 E1b1a
AIG 9786159 18217625 E1b1a
G/A 16980401 19981395 E1b1a
C/IG 17174592 20556451 E1b1a
AIG 9786042 21076605 E1b1a
T/C 9786467 21101564 E1b1a
AIG 16980561 21517215 E1b1a
CIT 16980435 21966892 E1b1a
T/A 9785875 23224551 E1b1a
AIG 16981830 27505935 E1b1a
AT 9785907 14611742 E1b1a
T/C 9786581 14991679 E1b1a
AIG 9786459 15380284 E1b1a
T/C 1971755 15586737 E1b1a
CIT 16980467 15650051 E1b1a
GIT 16980457 15721983 E1b1a
G/A 16980463 15985783 E1b1a
T/C 16980500 16231478 E1b1a
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alleles snp_id(rs) position P_number | name/alternative name Haplogroup
T/C 9785895 16360890 E1b1a
AIG 16980370 15487217 U186 E1b1a7
G/A 16980586 15260022 U174 E1b1a7a
G/A 7067418 8170009 278 E1b1a8a
G/A 16980588 15262359 u175 E1b1a8
CIT 16980502 16240148 U209 E1b1a8a
T/A 16980406 20541242 U290 E1b1a8a1
CIT 16980589 15383091 U181 E1b1a8ala
G/IC 9786877 7098762 134 F
T/C 9786502 20514040 135 F
GIT 9785908 21885831 136 F
CIT 16980478 13208555 138 F
AIG 16980459 15915348 139 F
C/IG 9786636 16257165 140 F
AIG 9306845 6644174 141 F
AIG 17842387 8127045 145 F
T/C 16981340 8305371 146 F
T/C 16980396 18294805 148 F
AIG 16980391 17523666 149 F
CIT 9786707 8383617 151 F
CIT 9786095 23205115 157 F
T/C 9785913 16438703 158 F
A/C 9785905 17042441 159 F
C/A 9306848 8177145 160 F
AIG 16980495 17123281 161 F
T/C 16980499 16201208 166 F
T/G 17174528 8811208 187 F
AIG 4141886 13207138 143 F+C
CIT 17250345 6646478 I
A/C 17250803 7749687 I
C/IG 17316778 8239824 I
T/C 7892876 13346636 I
T/C 9341301 14032029 M258 I
T/IC 17221922 14481528 I
A/C 17221943 14508775 I
G/A 17315694 17731364 I
AIG 17315842 18178863 I
GIT 17250226 20736473 I

T/C 17250275 20995271 I

AIG 17307126 14887682 I
C/IG 17307245 15410070 I
CIT 2319818 15323818 U179 I
T/G 17250310 6380575 11
T/G 17316192 6384435 11
G/A 17316597 7251871 11
CIT 17306537 9468064 11
CIT 17221531 9599027 11
AT 17306762 13354977 11
CIT 9341296 14031372 M253 11
T/A 17307007 14488564 11
T/IC 17222657 17112593 11
T/IC 17249791 17704859 11
G/A 17315912 18317890 11
AT 17315919 18320482 11
G/C 966239 18509084 11
C/IG 17250114 19729887 11
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alleles snp_id(rs) position P_number | name/alternative name Haplogroup
A/C 17316031 19983481 11

G/A 17250177 20204560 11

T/C 871626 21759562 11

A/G 17307252 15424581 11

T/IC 17315821 18112051 123 IJ

A/C 17315772 17983492 124 IJ

T/A 17306671 13040605 125 IJ

C/G 17250163 20120954 126 IJ

CIT 7892893 8293708 127 IJ

AIG 17306699 13153864 129 IJ

AT 17250887 8261925 130 IJ

G/IC 17315680 17692683 214 12b

C/IG 17306657 13001609 216 12b

T/IC 17221964 14514720 219 12b

GIT 17316910 23320853 220 12b

C/A 17316729 8056663 221 12b

C/IG 17315723 17833390 222 U250 12b

GIT 17250740 7345779 12b

T/IC 17315835 18124525 209 J

A/C 13447352 21595037 M304 J

G/A 17306965 14286131 J_unresolved
G/C 17250458 21818123 J_unresolved
CIT 17307175 14946624 J_unresolved
A/G 17307231 15385863 J_unresolved
T/IC 17250121 19732737 128 K

T/G 3853054 8382799 132 K

G/A 16980610 22479546 188 NO

AIG 16980641 18224955 192 NO

T/G 16980426 21109405 193 NO

C/iG 16980363 15211645 194 NO

C/A 16981290 7271524 186 0]

AIG 16980601 14423780 191 0]

G/A 17276777 5653840 O _unresolved
GIT 17276338 17788031 O_unresolved
C/G 17276345 18117143 O_unresolved
T/IC 17323322 21591970 O_unresolved
G/C 17316543 16453699 O_unresolved
T/A 3963016 17507897 O _unresolved
G/A 13447354 21596135 203 M307 O1a1; I1
A/G 17269928 17592232 199 O3a
GIT 17276358 18124653 197 O3a

CIT 17269816 15998961 198 O3a

T/G 17316592 17505195 200 O3a

T/IC 2267801 2473326 201 03a3
A/G 17316007 13010503 164 03a3b2
T/IC 17250992 8548336 226 P,Q,R
G/A 17222419 16441104 228 P,Q,R
CIT 9786781 16406668 230 P,Q,R
G/A 9786119 18143402 235 P,Q,R
G/A 9785740 8037831 237 P,Q,R
G/C 8181264 16727368 239 P,Q,R
G/A 4141564 8388039 243 P,Q,R
CIT 3853052 8336501 245 P,Q,R
G/A 17315758 17909453 281 P,Q,R
AIG 17307656 16972045 282 P,Q,R
T/G 4116821 16438820 284 P,Q,R
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alleles snp_id(rs) position P_number | name/alternative name Haplogroup
T/C 895530 16231183 295 P,Q,R
AIG 2032631 16415302 M45 P,Q,R
AIG 9786916 18124730 208 R
T/C 17307398 16077770 224 R
C/IG 9786915 7753950 229 R
AIG 9786261 21880316 232 R
G/C 891407 20738274 280 R
A/C 17249974 18212534 285 R
A/C 1558843 21595767 M306 R
G/A 17307070 14590648 225 R1
G/A 9786465 9603710 231 R1
CIT 9786197 20013072 234 R1
T/C 9785959 16711952 236 R1
AIG 9785717 7474087 238 R1
A/C 2032624 14035089 241 M173 R1
AIG 7067478 7350313 242 R1
C/IG 1005041 7273778 294 R1
AIG 17316227 6609030 R1a
G/A 17316771 8236691 R1a
T/A 17221601 13063894 R1a
C/A 17306692 13148016 R1a
CIT 17315926 18320484 R1a
T/A 17250535 22318385 R1a
T/G 17307105 14599007 R1a
A/C 17222146 15192077 R1a
C/IG 17222573 16826420 R1a
T/C 17307677 17062383 R1a
AIG 9785783 4055107 R1b
G/A 9786882 7852304 R1b
AIG 9786140 8205192 R1b
A/C 9786194 8873501 R1b
AIG 9786774 13202655 R1b
T/C 9786876 17108024 R1b
T/C 17249854 17859631 R1b
T/C 9786111 18000079 R1b
G/A 7067384 20078827 R1b
T/G 17316372 21969551 R1b
G/IC 1358368 27656099 R1b
AIG 2082033 15487185 R1b
C/G 17222251 15707999 R1b
G/A 1529516 15848164 R1b
AIG 765557 15958920 R1b
AIG 9786582 16836431 R1b
G/A 17307670 16973851 R1b
C/IG 9785702 17601698 R1b
C/A 17222279 15844744 U198 R1b1c7a
C/T 16981293 8499034 U106 R1b1c7
A/G 2355476 15647469 conflictive; duplicaed in X chr
T/C 2381233 16453527 conflictive; duplicaed in X chr
A/G 17222265 15721952 genotyping error
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Supplementary Table 3. Haplogroup names for YCC cell line DNA. age 14 of 35

Haplogroup  (YCC Haplogroup

YCC samples 2002) (this report)
YCC34 A2* A2*
YCC35 A2b A2b
YCCO05/22 A2* A2c
YCC19/38 A3b1 A3b1
YCC42 B2al B2ala
YCCO09 B2b* B2b*
YCC21/28/39 B2b1 B2b1
YCC29/30 B2b4a B2b4a
YCC06/07 B2b4b B2b4b
YCC23 C3b C3b
YCC76 D2a D2alal
YCC36 E3a* Eibla*
YCC31/44 E3al Eiblal
YCC43 E3a* Eibila7
YCC40 E3a* Eibla7al
YCC65 E3a* Elbla8a*
YCC45 E3a* Elbla8ail*
YCC33 E3a* Elbla8a2
YCC32 E3b* Eibibif
YCC37 E2b E2b1*
YCCO08 E2b E2bilal
YCC79 G1 Gla
YCC52/53/55 G2* G2a*
YCC80 G2a* G2ail*
YCC24 G2al G2ala
YCC58 H H1x*
YCC63 I1al I1
YCC72 I1b* [2a*
YCC74 I1* 12a*
YCC61 I1* I12b3
YCC59 J* 2
YCC60 J2* 2
YCC56 12* J2al12
YCC10 Ki M2a
YCC11 M2* M1b1*
YCC78 N1 Nia
YCC47/48 N3a* Nic*
YCC49/50 N3al Nicla
YCC51 N3a* Nicib
YCC66/67 O1* Olail*
YCC69 O2a* 02a*
YCC68 O3c O3a3a
YCC78 O3e* O3a3c*
YCC57 O3e* 03a3c2
YCCO03 Q* Qla3*
YCC12/13/14/15/16/17/18 Q3* Qla3a*
YCC25 Q* Qla4d
YCC70/81 Rial* Riail
YCC26/71 Rib* Rib1b2*
YCC62 Rib* Ribib2g

YCC27/64 R1b* R1b1b2h*
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Supplementary Figure 1. Tree corresponding to haplogroup A. Mutation names are
indicated on the branches. Subclades are indicated at the beginning of the branches that
define them, with numbers or letters, according to the YCC (2002) alpha-numeric
nomenclature system. Terminal haplogroup names are indicated at the right end of the tree.

Branch lengths do not represent the time between nodes.

Supplementary Figure 2. Tree corresponding to haplogroup B. See Figure 2 legend for
details.

Supplementary Figure 3. Tree corresponding to haplogroup C. See Figure 2 legend for
details.

Supplementary Figure 4. Tree corresponding to haplogroup D. See Figure 2 legend for

details.

Supplementary Figure 5. Tree corresponding to haplogroup E. See Figure 2 legend for

details.

Supplementary Figure 6. Tree corresponding to haplogroup G. See Figure 2 legend for

details.

Supplementary Figure 7. Tree corresponding to haplogroup H. See Figure 2 legend for

details.

Supplementary Figure 8. Tree corresponding to haplogroup I. See Figure 2 legend for

details.

Supplementary Figure 9. Tree corresponding to haplogroup J. See Figure 2 legend for

details.

Supplementary Figure 10. Tree corresponding to haplogroup L. See Figure 2 legend for

details.
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Supplementary Figure 11. Tree corresponding to haplogroup M. See Figure 2 legend for
details.

Supplementary Figure 12. Tree corresponding to haplogroup N. See Figure 2 legend for
details.

Supplementary Figure 13. Tree corresponding to haplogroup O. See Figure 2 legend for
details.

Supplementary Figure 14. Hypothetical tree for lineages defined by the LINE-1 insertion in
haplogroup O. Mutations names are indicated on the branches. There are at least two
independent deletions of the LINE-1 insertion.

Supplementary Figure 15. Tree corresponding to haplogroup Q. See Figure 2 legend for
details.

Supplementary Figure 16. Tree corresponding to haplogroup R. See Figure 2 legend for
details.

Supplementary Figure 17. Tree corresponding to haplogroup S. See Figure 2 legend for
details.

Supplementary Figure 18. Tree corresponding to haplogroup T. See Figure 2 legend for

details.

Supplementary figure 19. Tree representing branches leading to haplogroups E1bl, I1, and
R1b. The root of the subtree and internal nodes whose ages have been estimated are labeled
according to the text. Numbers of mutations between nodes are indicated on the branches.

Branch lengths are proportional to the observed number of mutations.
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