	Suppl. Table 3. Profile of clones selected for low expression in the rhizome tip relative to mature rhizome (low ratio of RT/RMI) and aboveground (low ratio of RT/A), respectively. Clones shown have the 15 lowest ratios with significant homology (E >10-10) for blastx against the NCBI plant protein database as of August 28 2004. 

	Clone ID
	Genotypea
	Ratio
	Accession No.
	Description
	E-value

	Low ratio of RT/RMI

	C028
	S. h
	0.19
	AAR87184
	Expressed protein
	2e-70

	C031
	S. h
	0.23
	AAT58714
	60S ribosomal protein l37a
	2e-47

	S001
	S. h
	0.29
	A41607
	Ubiquinol-cytochrome-c reductase
	4e-22

	C047
	S. h
	0.34
	CAE01522
	OJ991214_12.11
	1e-29

	C029
	S. h
	0.35
	AAK52548
	Myosin heavy chain-like
	5e-55

	C350
	S. p
	0.37
	AAB53929
	Polyubiquitin
	0.0

	C307
	S. h
	0.40
	AAA02747
	Membrane protein
	2e-67

	C041
	S. h
	0.41
	CAD27522
	Vacuolar atpase subunit e-like
	3e-24

	C030
	S. h
	0.41
	AAG48792
	Protein serine/threonine kinase
	1e-24

	C388
	S. h
	0.41
	AAA33469
	Glutathione S-transferase I
	1e-88

	S003
	S. h
	0.41
	AAK16194
	UDP-glucose dehydrogenase
	5e-55

	C042
	S. h
	0.41
	BAB92147
	Peptide transporter-like protein
	8e-17

	C039
	S. h
	0.42
	BAC82908
	Ribosomal protein S12
	4e-17

	S077
	S. p
	0.42
	AAA33515
	Sucrose synthase 2
	e-134

	C306
	S. h
	0.42
	AAC34997
	Alcohol dehydrogenase
	2e-62

	Low ratio of RT/A

	C069
	S. h
	0.25
	AAP54864
	Kinase-like protein
	2e-28

	C068
	S. h
	0.28
	BAA22440
	Fatty acid desaturase
	3e-13

	C067
	S. h
	0.29
	AAS01923
	Mitotic checkpoint protein
	e-132

	C005
	S. h
	0.30
	AAA80335
	Metallothionein-like protein
	5e-11

	C051
	S. h
	0.30
	BAC45113
	Carboxypeptidase C cbp31
	e-168

	C056
	S. h
	0.30
	AAP53974
	Endoplasmic reticulum membrane fusion protein
	6e-31

	C078
	S. h
	0.35
	AAM61180
	Endo-1,3-1,4-beta-D-glucanase
	1e-14

	C060
	S. h
	0.35
	AAD00911
	Ubiquitin conjugating enzyme
	1e-38

	C076
	S. h
	0.36
	AAL30405
	Arogenate dehydrogenase
	4e-20

	C054
	S. h
	0.37
	AAS88840
	GTP-binding protein
	e-108

	C052
	S. h
	0.37
	AAK26750
	NOD26-like membrane integral protein
	7e-22

	C066
	S. h
	0.38
	AAR88584
	Flavoprotein alpha-subunit
	7e-11

	C065
	S. h
	0.39
	T02351
	Acyl carrier protein
	5e-34

	C234
	S. p
	0.40
	BAD35414
	Hydrolase-like
	0.0 

	C366
	S. p
	0.40
	P04707
	Alcohol dehydrogenase 2
	0.0 

	aS. h, Sorghum halepense; S. p, Sorghum propinquum.


