	Suppl. Table 4. Distribution of rhizome-enriched genes on the rice pseudomolecules

	Chr. ID 
	Locus
	Interval markers
	Gene density of 

the rice genomea
	Distribution of the expressed contigs in rhizome tips

	
	
	
	
	
	High ratio
	pSHR
	Low ratio

	
	
	
	Interval 
size (kb)
	Genes

Per MBp
	Gene 

Count
	Total no.
 of clones per chr.
	Count 

per chr.
	Count per QTL locus
	Count per chr. 
	Count per QTL locus
	Count per chr. 
	Count per QTL locus

	1 
	QRl1
	RM306 – RM237
	2,371
	55.4
	133
	63
	45 
	1 
	9
	0
	10
	0

	2
	QRbd2

QRbn2
	RM71 – RM300

RM341 – RM327
	4,309

715
	36.8

45.0
	162

36
	40
	33
	4

0
	1
	0

0
	6
	0

0

	3
	Rhz2

QRn3
	OSR16 – OSR13

RM282 – RM5551
	1,066

434
	75.0

85.0
	90

51
	72
	47
	0

0
	6
	0

0
	19
	0

1

	4
	Rhz3
	RM119 – RM273
	2,604
	74.4
	201
	45
	37
	3
	3
	0
	5
	0

	5
	QRn5
	RM161 – RM274
	5,891
	68.2
	409
	53
	37
	8
	6
	2
	10
	2

	6
	QRi6

QRin6
	RM30 – RM7309

RM345 – OSR21
	965

44
	71.8

80.0
	79

16
	42
	25
	1

0
	7
	0

0
	10
	0

0

	7
	QRn7

QRl7
	RM125 – RM180

RM336 – RM234
	256

3,601
	50.0

67.8
	15

221
	30
	27
	1

9
	2
	0

0
	2
	0

0

	8
	None
	NAb
	NA
	NA
	NA
	30
	16
	NA
	10
	NA
	4
	NA

	9
	None
	NA
	NA
	NA
	NA
	15
	13
	NA
	0
	NA
	2
	NA

	10
	QRn10
	RM271 – RM269
	1,492
	59.4
	95
	19
	16
	2
	1
	0
	2
	0

	11
	None
	NA
	NA
	NA
	NA
	22
	12
	NA
	1
	NA
	9
	NA

	12
	None
	NA
	NA
	NA
	NA
	22
	21
	NA
	1
	NA
	0
	NA

	Sum
	
	
	
	
	
	453
	330
	29
	46
	2
	79
	3

	aIBased on  17800 EST verified genes of  the TIGR release 2 rice pseudomolecule assembly.       bNot applicable  


