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Fig. S1. Hub Gene Connectivity.
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Fig. S2. Immune cell correlation (FOXO1).

2



p = 4.2e−13

p = 1.3e−05

p = 1.5e−07

p = 7e−06

p = 0.075

p = 2.4e−42

p = 0.00035

p = 1.2e−10

p = 4.3e−29

p = 8.6e−10

p = 0.78

p = 0.027

p = 3.3e−28

p = 0.51

p = 5.6e−08

p = 5.6e−05

p = 5e−12

p = 0.098

p = 5.4e−13

p = 1.3e−19

p = 9.8e−44

p = 5.8e−09

p = 6.8e−15

p = 0.21

p = 2.8e−19

p = 0.0017

p = 0.14

p = 0.00015

Activated B cell
Activated CD4 T cell
Activated CD8 T cell

Activated dendritic cell
CD56bright natural killer cell

CD56dim natural killer cell
Central memory CD4 T cell
Central memory CD8 T cell

Effector memeory CD4 T cell
Effector memeory CD8 T cell

Eosinophil
Gamma delta T cell

Immature  B cell
Immature dendritic cell

Macrophage
Mast cell

MDSC
Memory B cell

Monocyte
Natural killer cell

Natural killer T cell
Neutrophil

Plasmacytoid dendritic cell
Regulatory T cell

T follicular helper cell
Type 1 T helper cell

Type 17 T helper cell
Type 2 T helper cell

−1 0 1
Correlation Coefficient

SP1

Fig. S3. Immune cell correlation (SP1).
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Fig. S4. Immune cell correlation (MAPK9).
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Fig. S5. GSE118553 gene expression.

4



Gene

SP1

AUC

MAPK9

CASP3

BCL2

ETS1

FOXO1

MAPT

0.783

0.715

0.710

0.701

0.653

0.620

0.479

0.00

0.25

0.50

0.75

1.00

0.00 0.25 0.50 0.75 1.00
1 − specificity

se
ns

iti
vi

ty

BCL2
CASP3

ETS1
FOXO1

MAPK9
MAPT

SP1

Fig. S6. ROC curve for GSE118553 genes.
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Fig. S7. GSE5281 gene expression.
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Fig. S8. ROC curve for GSE5281 genes.
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