
	  
	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   BLCA.	  
Viral	  mRNA	   aligned	   to	   (a)	  HPV6b,	   (b)	  HPV16,	   (c)	  HPV45,	   (d)	  HPV56,	   (e)	   BKV	   and	   (f)	  
HHV5.	   Count	   reads	   shown	   as	   numbers	   within	   brackets	   and	   colored	   rows	   in	   mRNA	  
pattern	  profile	  represent	  nucleotide	  mismatches	  to	  reference	  sequence.	  
	   	  

BKV TCGA-DK-A3IT-01A-31R-A20F-07 [0 - 5073]

id1 BKPyVgp1 BKPyVgp2 BKPyVgp5

BKPyVgp3 BKPyVgp6

BKPyVgp4

HHV-5 TCGA-GV-A3JZ-01A-11R-A21D-07 [0 - 101]

HHV-5 TCGA-DK-A1AF-01A-11R-A13Y-07 [0 - 54]

id1 RL6 UL2 UL13 rna8 UL29 UL33 UL37 UL45 UL48 UL51 UL55 id44 UL69 UL74 UL78 UL84 UL87 UL96 UL102 id66 UL112 UL122 UL146 id87 US7 US15 US22 US27 id108

id2 id11 UL7 UL19 rna10 rna11 UL47 UL48A UL56 id45 rna18 UL77 UL88 UL95 UL104 rna25 UL124 id76 id88 id97 id103

HPV-6b TCGA-FD-A3N6-01A-11R-A21D-07 [0 - 3010]

E6 E1 E4 E5a L2 id3 id6

id1 E7 E2 E5b id2 L1 id4

HPV-16 TCGA-GC-A3I6-01A-11R-A20F-07 [0 - 1620]

id1 E6 E1 E4 E5id3 L2 id5

E7 E2 id4 L1

HPV-45 TCGA-BT-A20V-01A-11R-A14Y-07 [0 - 454]

E6 E7 E1 L2

E2 L1

HPV-56 TCGA-FD-A3B4-01A-12R-A206-07 [0 - 434]

E6 E7 E2 L2

L1

a

b

c

d

e

f

BLCA

Supplementary Data 7: Viral gene expression patterns
Viral gene expression patterns (coverage plots) for all positive tumors (>2 ppm).



	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  

	  
	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   BRCA.	  
Viral	   mRNA	   aligned	   to	   HPV2.	   Count	   reads	   shown	   as	   numbers	   within	   brackets	   and	  
colored	   rows	   in	   mRNA	   pattern	   profile	   represent	   nucleotide	   mismatches	   to	   reference	  
sequence.	  
	   	  

HPV-2 TCGA-BH-A1FD-11B-21R-A13Q-07 [0 - 14]

E6 E1 E4 L2

E7 E2 L1

BRCA



	  
	   	  

[0 - 115036]

TCGA-C5-A3HD-01B-11R-A213-07 [0 - 907]

TCGA-C5-A1M9-01A-11R-A13Y-07 [0 - 730]

TCGA-C5-A1BI-01B-11R-A13Y-07 [0 - 10430]

TCGA-JX-A3Q8-01A-11R-A21T-07 [0 - 6754]

TCGA-FU-A3HY-01A-11R-A21T-07 [0 - 10193]

TCGA-C5-A2LZ-01A-11R-A213-07 [0 - 3994]

TCGA-C5-A3HL-01A-11R-A213-07 [0 - 4453]

TCGA-C5-A2M2-01A-21R-A18M-07 [0 - 3230]

TCGA-EA-A1QT-01A-11R-A14Y-07 [0 - 6076]

TCGA-DS-A0VM-01A-11R-A10U-07 [0 - 4395]

TCGA-FU-A2QG-01A-11R-A18M-07 [0 - 4640]

TCGA-EA-A3HU-01A-11R-A213-07 [0 - 4200]

TCGA-EA-A3HT-01A-61R-A21T-07 [0 - 3371]

TCGA-BI-A20A-01A-11R-A14Y-07 [0 - 2579]

TCGA-C5-A1ML-01A-11R-A14Y-07 [0 - 1611]

TCGA-C5-A2LX-01A-11R-A18M-07 [0 - 1875]

TCGA-EX-A1H5-01A-31R-A13Y-07 [0 - 2879]

TCGA-EK-A2RB-01A-11R-A18M-07 [0 - 6435]

TCGA-EA-A3HS-01A-11R-A213-07 [0 - 2817]

TCGA-DG-A2KL-01A-11R-A180-07 [0 - 2680]

TCGA-DS-A0VK-01A-21R-A10U-07 [0 - 3617]

TCGA-DS-A1OC-01A-11R-A14Y-07 [0 - 1385]

TCGA-DS-A0VL-01A-21R-A10U-07 [0 - 5319]

TCGA-IR-A3LL-01A-11R-A213-07 [0 - 3389]

TCGA-C5-A1MN-01A-11R-A14Y-07 [0 - 2670]

TCGA-EK-A2PI-01A-11R-A18M-07 [0 - 2622]

TCGA-FU-A3NI-01A-11R-A21T-07 [0 - 2847]

TCGA-DR-A0ZL-01A-11R-A10U-07 [0 - 1942]

TCGA-EK-A2RL-01A-11R-A18M-07 [0 - 3878]

TCGA-C5-A2M1-01A-11R-A18M-07 [0 - 3253]

TCGA-C5-A2LY-01A-31R-A18M-07 [0 - 2810]

TCGA-DS-A0VN-01A-21R-A10U-07 [0 - 1582]

TCGA-C5-A1MP-01A-11R-A14Y-07 [0 - 1901]

TCGA-C5-A1BJ-01A-11R-A13Y-07 [0 - 5652]

TCGA-EK-A2IP-01A-11R-A180-07 [0 - 1495]

TCGA-DS-A1OD-01A-11R-A14Y-07 [0 - 1763]

TCGA-C5-A2LV-01A-11R-A18M-07 [0 - 3162]

TCGA-EA-A3QE-01A-21R-A21T-07 [0 - 2826]

TCGA-C5-A1BL-01A-11R-A13Y-07 [0 - 1235]

TCGA-BI-A0VR-01A-11R-A10U-07 [0 - 1415]

TCGA-FU-A3EO-01A-11R-A213-07 [0 - 2260]

TCGA-C5-A1MH-01A-11R-A14Y-07 [0 - 2582]

TCGA-EK-A2RN-01A-12R-A213-07 [0 - 1527]

TCGA-C5-A0TN-01A-21R-A14Y-07 [0 - 647]

TCGA-BI-A0VS-01A-11R-A10U-07 [0 - 1331]

TCGA-EK-A2RE-01A-11R-A18M-07 [0 - 1761]

TCGA-EK-A2H1-01A-11R-A180-07 [0 - 668]

TCGA-HM-A3JJ-01A-21R-A21T-07 [0 - 1051]

TCGA-C5-A1BE-01B-11R-A13Y-07 [0 - 790]

TCGA-HG-A2PA-01A-11R-A213-07 [0 - 651]

TCGA-EK-A2RC-01A-11R-A18M-07 [0 - 473]

TCGA-EK-A2RK-01A-11R-A18M-07 [0 - 363]

TCGA-DG-A2KM-01A-11R-A180-07 [0 - 737]

TCGA-C5-A1M8-01A-21R-A13Y-07 [0 - 511]

TCGA-EK-A2RO-01A-11R-A18M-07 [0 - 177]

id1 E6 E1 E4 E5id3 L2 id5

E7 E2 id4 L1

id1 E6 E1 E4 E5id3 L2 id5

E7 E2 id4 L1

a CESC



	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   CESC.	  
Viral	   mRNA	   aligned	   to	   (a)	   HPV16,	   (b)	   HPV18,	   (c)	   HPV31,	   (d)	   HPV33,	   (e)	   HPV39,	   (f)	  
HPV45,	  (g)	  HPV52,	  (h)	  HPV58,	  (i)	  HPV59,	  (j)	  HPV68b,	  (k)	  HPV69	  and	  (l)	  HPV70.	  Count	  
reads	   shown	   as	   numbers	   within	   brackets	   and	   colored	   rows	   in	   mRNA	   pattern	   profile	  
represent	  nucleotide	  mismatches	  to	  reference	  sequence.	  

HPV-18 all [0 - 22305]

TCGA-C5-A1MI-01A-11R-A14Y-07 [0 - 10919]

TCGA-C5-A1MJ-01A-11R-A14Y-07 [0 - 3965]

TCGA-EK-A2RM-01A-21R-A18M-07 [0 - 2387]

TCGA-IR-A3L7-01A-21R-A213-07 [0 - 2930]

TCGA-FU-A23K-01A-11R-A16R-07 [0 - 2074]

TCGA-C5-A1M7-01A-11R-A13Y-07 [0 - 1651]

TCGA-EK-A2PK-01A-11R-A18M-07 [0 - 550]

TCGA-C5-A1M6-01A-11R-A13Y-07 [0 - 885]

TCGA-C5-A1ME-01A-11R-A13Y-07 [0 - 430]

TCGA-C5-A1BM-01A-11R-A13Y-07 [0 - 479]

TCGA-C5-A1BF-01B-11R-A13Y-07 [0 - 479]

E6 E7 E1 E4 E5 L2

E2 L1

HPV-31 all [0 - 15525]

TCGA-IR-A3LK-01A-12R-A213-07 [0 - 9189]

TCGA-C5-A1BQ-01C-11R-A213-07 [0 - 3274]

TCGA-DS-A1OB-01A-11R-A14Y-07 [0 - 6033]

TATA_box E1 E4 E5 L2 polyA

E6 E7 E2 L1

HPV-33 TCGA-C5-A1M5-01A-11R-A13Y-07 [0 - 10989]

TATA_box E7 E1 E4 E5 L2 repeat_region

E2 L1

HPV-39 TCGA-EK-A2PL-01A-11R-A18M-07 [0 - 237]

five_prime_UTR E1 E4 E5 L1 L1.p01

L2E2

HPV-45 all [0 - 12318]

TCGA-EK-A2R8-01A-21R-A18M-07 [0 - 3005]

TCGA-FU-A23L-01A-11R-A16R-07 [0 - 6438]

TCGA-C5-A1BN-01B-11R-A14Y-07 [0 - 2852]

TCGA-C5-A1MF-01A-11R-A13Y-07 [0 - 1422]

E6 E7 E1 L2

E2 L1

HPV-52 TCGA-EK-A2GZ-01A-11R-A180-07 [0 - 2809]

TCGA-EK-A2RA-01A-11R-A18M-07 [0 - 851]

E6 E1 L2

E7 E2 L1

HPV-58 all [0 - 14526]

TCGA-C5-A1MK-01A-11R-A14Y-07 [0 - 4637]

TCGA-EK-A2PG-01A-11R-A18M-07 [0 - 10633]

TCGA-EK-A3GJ-01A-21R-A213-07 [0 - 2765]

TATA_box

BAA31847.1 BAA14396.1 BAA31850.1

BAA31848.1 BAA31851.1

HPV-59 TCGA-EK-A2RJ-01A-11R-A18M-07 [0 - 178]

ORF E6 ORF E1 ORF E4 ORF L2

ORF E7 ORF E2 ORF L1

HPV-68b TCGA-EK-A2H0-01A-11R-A180-07 [0 - 3407]

E6 E7 E1 E4 E5 L2 region

E2 L1

HPV-69 TCGA-DS-A3LQ-01A-21R-A21T-07 [0 - 2564]

E6 E7 E1 E4 E5 L2

E2 L1

HPV-70 TCGA-C5-A2LT-01A-11R-A18M-07 [0 - 1514]

E6 E7 E1 E5 L2E4

E2 L1

ORF E5

b

c

d

e

f

g

h

i

j

k

l

CESC (2)



	  

	  
	   	  

HHV-5 all [0 - 36]

TCGA-AA-3966-01A-01R-1113-07 [0 - 14]

TCGA-AA-3858-01A-01R-0905-07 [0 - 10]

TCGA-AA-3869-01A-01R-1022-07 [0 - 10]

TCGA-AA-3555-01A-01R-0821-07 [0 - 10]

TCGA-CM-4744-01A-01R-1410-07 [0 - 10]

id1 RL6 UL2 UL13 rna8 UL29 UL33 UL37 UL45 UL48UL51 UL55 id44 UL69 UL74UL78 UL84 UL87 UL96 UL102id66 UL112 UL122 UL146 id87 US7 US15US22 US27id108

id2 id11 UL7 UL19 rna10 rna11 UL47 UL48A UL56 id45 rna18 UL77 UL88 UL95 UL104 rna25 UL124 id76 id88 id97 id103

HHV-4 TCGA-AA-3989-01A-01R-1022-07 [0 - 10]

HHV-4 TCGA-AA-3488-01A-01R-1410-07 [0 - 10]

BNRF1BCRF1 EBNA-1 BKRF3 BBRF3 BDLF3.5 BcLF1 id289 BILF2 RPMS1 BALF2LMP-2A

id20 id25 EBNA-3B/EBNA-3C BRLF1BKRF2 id266 BGRF1/BDRF1BcRF1id290 id299 rna17 id364 LMP-1

HAC all [0 - 509]

TCGA-AA-3549-01A-02R-0821-07 [0 - 149]

TCGA-AA-3529-01A-02R-0821-07 [0 - 48]

TCGA-AA-3678-01A-01R-0905-07 [0 - 14]

TCGA-AA-3831-01A-01R-0905-07 [0 - 40]

id1 E1A E1B id19 E2B E3B

E3A

id77L3

L2L1 E2A-L

a

b

c

COAD



	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   COAD.	  
Viral	  mRNA	  aligned	  to	  (a)	  HAC,	   (b)	  HHV4,	   (c)	  HHV5,	   (d)	  HHV6B,	   (e)	  HPV18,	   (f)	  MCRV	  
and	   (g)	   Tomato	   mosaic	   virus.	   Count	   reads	   shown	   as	   numbers	   within	   brackets	   and	  
colored	   rows	   in	   mRNA	   pattern	   profile	   represent	   nucleotide	   mismatches	   to	   reference	  
sequence.	  

Tomato mosaic virus TCGA-AA-A022-01A-21R-A16W-07 [0 - 10]

ToMVgp1 ToMVgp4.t01

ToMVgp2 ToMVgp3.t01

MCRV TCGA-AA-3695-01A-01R-0905-07 [0 - 679]

MCRV TCGA-AA-A00F-01A-01R-A002-07 [0 - 10]

id1 id4 id8gag id7 env

pol

HPV-18 all [0 - 50]

TCGA-AA-3684-01A-02R-0905-07 [0 - 13]

TCGA-AA-A01K-01A-01R-A00A-07 [0 - 10]

TCGA-AA-A01Z-01A-11R-A083-07 [0 - 10]

TCGA-AA-3672-01A-01R-0905-07 [0 - 10]

E6 E7 E1 E4 E5 L2

E2 L1

HHV-6B all [0 - 10]

TCGA-AA-3984-01A-02R-1022-07 [0 - 10]

TCGA-AA-3561-01A-01R-0821-07 [0 - 10]

TCGA-AA-A01T-01A-21R-A16W-07 [0 - 10]

id1 B4 U8 U12 U17 U25 U29 U31 U36 U43 U47 U49 U57 U58 U67 U73 U77 U83 U86 U90 id57 U95 B9 id63

id2 DR6 U7 U11 id18 U24A U28 U30 U37 U42 U45 U50 U56 U59 U68 U74 B6 U85 id54 id55 id60 id64 DR6

d

e

f

g

COAD (2)



	  

	  
	   	  

HHV-1 TCGA-BA-5558-01A-01R-1514-07 [0 - 219]

id1 UL1 UL7 id23 UL17 UL20 UL21UL23 UL28UL29 UL33 UL36 UL37 UL39 UL42 UL47 UL49AUL52 UL55 id66 RL1 id75 id90 US5 id114 RS1

id2 RL2 id14 UL6 UL10 UL15 UL19 id29 UL24 UL27 UL32 id44 id45 UL40 id48 UL46 UL49 UL53 id62 id78 id84 id89 id122 id128

HHV-4 TCGA-BA-7269-01A-11R-2016-07 [0 - 60]

BNRF1BCRF1 EBNA-1 BKRF3 BBRF3 BDLF3.5 BcLF1 id289 BILF2 RPMS1 BALF2LMP-2A

id20 id25 EBNA-3B/EBNA-3C BRLF1 BKRF2 id266 BGRF1/BDRF1BcRF1id290 id299 rna17 id364 LMP-1

a

b

HNSC



	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   HNSC.	  
Viral	  mRNA	  aligned	  to	  (a)	  HHV1,	  (b)	  HHV4,	  (c)	  HPV16,	  (d)	  HPV33	  and	  (e)	  HPV56.	  Count	  
reads	   shown	   as	   numbers	   within	   brackets	   and	   colored	   rows	   in	   mRNA	   pattern	   profile	  
represent	  nucleotide	  mismatches	  to	  reference	  sequence.	  
	   	  

HPV-16 all [0 - 62042]

TCGA-BB-7866-01A-11R-2232-07 [0 - 3869]

TCGA-CR-7385-01A-11R-2016-07 [0 - 1883]

TCGA-DQ-7596-01A-11R-2232-07 [0 - 4765]

TCGA-BA-5153-01A-01R-1436-07 [0 - 1820]

TCGA-BB-4228-01A-01R-1436-07 [0 - 3169]

TCGA-CR-5243-01A-01R-1514-07 [0 - 3011]

TCGA-CR-7404-01A-11R-2132-07 [0 - 3152]

TCGA-CN-4741-01A-01R-1436-07 [0 - 4690]

TCGA-CR-7368-01A-11R-2132-07 [0 - 8531]

TCGA-CV-6433-01A-11R-1686-07 [0 - 1962]

TCGA-CR-5250-01A-01R-1514-07 [0 - 2087]

TCGA-CR-5249-01A-01R-1514-07[0 - 2382]

TCGA-DQ-7594-01A-11R-2232-07 [0 - 2259]

TCGA-BA-4077-01B-01R-1436-07 [0 - 3116]

TCGA-CV-5443-01A-01R-1514-07 [0 - 1233]

TCGA-DQ-7590-01A-11R-2232-07 [0 - 1512]

TCGA-BB-4223-01A-01R-1436-07 [0 - 1418]

TCGA-CR-5248-01A-01R-2016-07 [0 - 1311]

id1 E6 E1 E4 E5 id3 L2 id5

E7 E2 id4 L1

TCGA-DQ-7593-01A-11R-2232-07 [0 - 1569]

TCGA-CV-6961-01A-21R-1915-07 [0 - 2765]

TCGA-BA-5559-01A-01R-1514-07 [0 - 1448]

TCGA-CR-6470-01A-11R-1873-07 [0 - 1258]

TCGA-CR-6472-01A-11R-1873-07 [0 - 1852]

TCGA-CR-6480-01A-11R-1873-07 [0 - 1673]

TCGA-CN-5374-01A-01R-1436-07 [0 - 961]

TCGA-HD-7754-01A-11R-2081-07 [0 - 1633]

TCGA-CR-6481-01A-11R-1873-07[0 - 1233]

TCGA-CR-6487-01A-11R-1873-07[0 - 1055]

TCGA-CR-6482-01A-11R-1873-07 [0 - 827]

TCGA-CR-7369-01A-11R-2132-07 [0 - 2069]

TCGA-BB-7861-01A-11R-2232-07 [0 - 844]

TCGA-CR-6473-01A-11R-1873-07 [0 - 980]

TCGA-CQ-5323-01A-01R-1686-07 [0 - 886]

TCGA-CV-5442-01A-01R-1514-07 [0 - 674]

TCGA-CV-5971-01A-11R-1686-07 [0 - 512]

TCGA-CV-7406-01A-11R-2081-07 [0 - 519]

id1 E6 E1 E4 E5id3 L2 id5

E7 E2 id4 L1

HPV-33 all [0 - 41490]

TCGA-BB-4225-01A-01R-1436-07 [0 - 12749]

TCGA-CR-6471-01A-11R-1873-07 [0 - 24654]

TCGA-CR-6467-01A-11R-1873-07 [0 - 5794]

TCGA-CV-7100-01A-11R-2016-07 [0 - 2187]

TCGA-HD-7832-01A-11R-2132-07 [0 - 3978]

TCGA-CV-6939-01A-11R-1915-07 [0 - 903]

TATA_box E7 E1 E4 E5 L2 repeat_region

E2 L1

HPV-56 TCGA-BB-7864-01A-11R-2232-07 [0 - 3565]

E6 E7 E2 L2

L1

c c (cont.)

d

e

HNSC (2)



	  

	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   KIRC.	  
Viral	  mRNA	  aligned	  to	  (a)	  HBV	  and	  (b)	  HPV18.	  Count	  reads	  shown	  as	  numbers	  within	  
brackets	  and	  colored	  rows	  in	  mRNA	  pattern	  profile	  represent	  nucleotide	  mismatches	  to	  
reference	  sequence.	  
	   	  

HBV TCGA-AK-3455-01A-01R-0864-07 [0 - 250]

HBVgp2

HBVgp3 HBVgp1

HBVgp4

HPV-18 TCGA-CJ-5681-11A-01R-1541-07 [0 - 100]

E6 E7 E1 E4 E5 L2

E2 L1

a

b

KIRC



	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   LAML.	  
Viral	   mRNA	   aligned	   to	   HHV5.	   Count	   reads	   shown	   as	   numbers	   within	   brackets	   and	  
colored	   rows	   in	   mRNA	   pattern	   profile	   represent	   nucleotide	   mismatches	   to	   reference	  
sequence.	  
	   	  

TCGA-AB-2987-03A-01T-0734-13 [0 - 62]

TCGA-AB-2984-03A-01T-0734-13 [0 - 70]

TCGA-AB-2819-03A-01T-0734-13 [0 - 73]

TCGA-AB-2911-03A-01T-0734-13 [0 - 65]

TCGA-AB-2967-03A-01T-0734-13 [0 - 63]

TCGA-AB-2903-03A-01T-0734-13 [0 - 55]

TCGA-AB-2937-03A-01T-0734-13 [0 - 60]

TCGA-AB-2834-03A-01T-0734-13 [0 - 52]

TCGA-AB-2822-03A-01T-0734-13 [0 - 52]

TCGA-AB-2980-03A-01T-0734-13 [0 - 45]

TCGA-AB-2942-03A-01T-0734-13 [0 - 47]

TCGA-AB-2965-03A-01T-0734-13 [0 - 44]

TCGA-AB-2966-03A-01T-0734-13 [0 - 42]

id1 RL8AUL9UL18UL26UL32 UL37UL45UL48UL52 UL57 id48UL72UL78UL84 UL89UL98UL105UL114 id73 UL150AUS1US11US20US26id106

id2id14 UL7 UL19 rna10 rna11 UL47 UL50 UL56id45 rna18UL77 UL88 UL99 RNA5.0 UL124id76 id88 id97 id109

HHV-5 all [0 - 2501]

TCGA-AB-2816-03A-01T-0734-13 [0 - 377]

TCGA-AB-2986-03A-01T-0734-13 [0 - 175]

TCGA-AB-2978-03A-01T-0734-13 [0 - 141]

TCGA-AB-2904-03A-01T-0734-13 [0 - 95]

TCGA-AB-2803-03A-01T-0734-13 [0 - 98]

TCGA-AB-2840-03A-01T-0734-13 [0 - 96]

TCGA-AB-2985-03A-01T-0734-13 [0 - 109]

TCGA-AB-2964-03A-01T-0734-13 [0 - 81]

TCGA-AB-2833-03A-01T-0734-13 [0 - 80]

TCGA-AB-2854-03A-01T-0734-13 [0 - 75]

TCGA-AB-2969-03A-01T-0734-13 [0 - 79]

TCGA-AB-2826-03A-01T-0734-13 [0 - 64]

LAML



	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   LIHC.	  
Viral	  mRNA	  aligned	  to	  HBV.	  Count	  reads	  shown	  as	  numbers	  within	  brackets	  and	  colored	  
rows	  in	  mRNA	  pattern	  profile	  represent	  nucleotide	  mismatches	  to	  reference	  sequence.	  
	   	  

HBV all [0 - 33260]

TCGA-DD-A1EA-01A-11R-A131-07 [0 - 6152]

TCGA-DD-A116-01A-11R-A131-07 [0 - 5867]

TCGA-BC-A10W-11A-11R-A131-07 [0 - 3305]

TCGA-DD-A1EI-01A-11R-A131-07 [0 - 2592]

TCGA-CC-5264-01A-01R-A131-07 [0 - 3930]

TCGA-DD-A1EL-11A-11R-A155-07 [0 - 4539]

TCGA-BC-A10W-01A-11R-A131-07 [0 - 1644]

TCGA-DD-A119-11A-11R-A131-07 [0 - 2643]

TCGA-DD-A1EI-11A-11R-A131-07 [0 - 1151]

TCGA-DD-A1EH-11A-11R-A131-07 [0 - 3436]

TCGA-DD-A1EL-01A-11R-A155-07 [0 - 1302]

TCGA-CC-A1HT-01A-11R-A131-07 [0 - 437]

TCGA-DD-A119-01A-11R-A131-07 [0 - 269]

TCGA-CC-5258-01A-01R-A131-07 [0 - 128]

TCGA-CC-5262-01A-01R-A131-07 [0 - 68]

TCGA-CC-5263-01A-01R-A131-07 [0 - 78]

HBVgp2

HBVgp3 HBVgp1

HBVgp4

LIHC



	  
	  

	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   LUAD.	  
Viral	   mRNA	   aligned	   to	   HHV5.	   Count	   reads	   shown	   as	   numbers	   within	   brackets	   and	  
colored	   rows	   in	   mRNA	   pattern	   profile	   represent	   nucleotide	   mismatches	   to	   reference	  
sequence.	  
	   	  

HHV-5 TCGA-91-6830-01A-11R-1949-07 [0 - 10]

id1 RL8A UL9 UL18 UL26 UL32 UL37 UL45 UL48 UL52 UL57 id48 UL72 UL78 UL84 UL89 UL98 UL105 UL114 id73 UL150A US1 US11 US20 US26 id106

id2 id14 UL7 UL19 rna10 rna11 UL47 UL50 UL56 id45 rna18 UL77 UL88 UL99 RNA5.0 UL124 id76 id88 id97 id109

LUAD



	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   LUSC.	  
Viral	   mRNA	   aligned	   to	   HPV16.	   Count	   reads	   shown	   as	   numbers	   within	   brackets	   and	  
colored	   rows	   in	   mRNA	   pattern	   profile	   represent	   nucleotide	   mismatches	   to	   reference	  
sequence.	  
	   	  

HPV-16 TCGA-18-5595-01A-01R-1635-07 [0 - 3529]

id1 E6 E1 E4 E5 id3 L2 id5

E7 E2 id4 L1

LUSC



	  
Graphical	  illustration	  of	  viral	  gene	  expression	  patterns	  in	  virus-‐positive	  OV.	  Viral	  
mRNA	   aligned	   to	   HHV5.	   Count	   reads	   shown	   as	   numbers	  within	   brackets	   and	   colored	  
rows	  in	  mRNA	  pattern	  profile	  represent	  nucleotide	  mismatches	  to	  reference	  sequence.	  
	   	  

HHV-5 TCGA-57-1584-01A-01R-1566-13 [0 - 337]

id1 RL8A UL9 UL18 UL26 UL32 UL37 UL46 UL49 UL55 id44 UL70 UL76 UL83 UL87 UL96 UL103 UL111A UL122 UL145 id87 US8 US17 US24 US31

id2 id14 UL7 UL19 rna10 rna11 UL47 UL50 UL56 id45 rna18 UL77 UL88 UL99 RNA5.0 UL124 id76 id88 id97 id109

OV



	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   READ.	  
Viral	   mRNA	   aligned	   to	   (a)	   HHV4,	   (b)	   HHV6B,	   (c)	   HIV1	   and	   (d)	   HPV18.	   Count	   reads	  
shown	  as	  numbers	  within	  brackets	  and	  colored	  rows	  in	  mRNA	  pattern	  profile	  represent	  
nucleotide	  mismatches	  to	  reference	  sequence.	  
	  

HHV-4 TCGA-AG-3593-01A-01R-0821-07 [0 - 10]

BNRF1BCRF1 EBNA-1 BKRF3 BBRF3 BDLF3.5 BcLF1 id289 BILF2 RPMS1 BALF2LMP-2A

id20 id25 EBNA-3B/EBNA-3C BRLF1 BKRF2 id266 BGRF1/BDRF1BcRF1id290 id299 rna17 id364 LMP-1

HHV-6B TCGA-AG-A00Y-01A-02R-A002-07 [0 - 10]

id1 B4 U8 U12 U17 U25 U29 U31 U36 U43 U47 U49 U57 U58 U67 U73 U77 U83 U86 U90 id57 U95 B9 id63

id2 DR6 U7 U11 id18 U24A U28 U30 U37 U42 U45 U50 U56 U59 U68 U74 B6 U85 id54 id55 id60 id64 DR6

HIV-1 TCGA-AG-3594-01A-02R-0821-07 [0 - 12]

id1 gag-pol vpr rev nef id6

id2 gag vif tat id5 id7

vpu

env

HPV-18 TCGA-AG-A036-01A-12R-A083-07 [0 - 10]

E6 E7 E1 E4 E5 L2

E2 L1

a

b

c

d

READ



	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   SKCM.	  
Viral	   mRNA	   aligned	   to	   SPVC.	   Count	   reads	   shown	   as	   numbers	   within	   brackets	   and	  
colored	   rows	   in	   mRNA	   pattern	   profile	   represent	   nucleotide	   mismatches	   to	   reference	  
sequence.	  
	   	  

SPVC TCGA-DA-A1IA-06A-11R-A18S-07 [0 - 47]

five_prime_UTR SPVC_gp1

SPVC_gp2.t01 SPVC_gp1.p01

SKCM



	  
Graphical	   illustration	   of	   viral	   gene	   expression	   patterns	   in	   virus-‐positive	   STAD.	  
Viral	   mRNA	   aligned	   to	   HHV4.	   Count	   reads	   shown	   as	   numbers	   within	   brackets	   and	  
colored	   rows	   in	   mRNA	   pattern	   profile	   represent	   nucleotide	   mismatches	   to	   reference	  
sequence.	  
	  

HHV-4 TCGA-BR-4253-01A-01R-1131-13 [0 - 676]

BNRF1BCRF1 EBNA-1 BKRF3 BBRF3 BDLF3.5 BcLF1 id289 BILF2 RPMS1 BALF2LMP-2A

id20 id25 EBNA-3B/EBNA-3C BRLF1 BKRF2 id266 BGRF1/BDRF1BcRF1id290 id299 rna17 id364 LMP-1

STAD


