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Supplementary Figure 2. Mononuclear cells were isolated from lymph nodes (LN), spleen (SPL), and 
CNS at different stages of EAE followed by ex vivo-stimulation with PMA/ionomycin and intracellular cyto-
kine staining. Cytograms represent the profile of the indicated cytokines in T-eff (CD4+Foxp3/GFP–) and 
T-reg (CD4+Foxp3/GFP+) during EAE. Numbers indicate percentages.


