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Loss of extracellular matrix (ECM) attachment leads to metabolic impairments that limit cellular energy
production. Characterization of the metabolic alterations induced by ECM detachment revealed a dramatic
decrease in uptake of glucose, glutamine, and pyruvate, and a consequent decrease in flux through glycolysis, the
pentose phosphate pathway, and the tricarboxylic acid (TCA) cycle. However, flux through pyruvate dehydroge-
nase (PDH) is disproportionally decreased, concomitant with increased expression of the PDH inhibitory kinase,
PDH kinase 4 (PDK4), and increased carbon secretion. Overexpression of ErbB2 maintains PDH flux by
suppressing PDK4 expression in an Erk-dependent manner, and Erk signaling also regulates PDH flux in ECM-
attached cells. Additionally, epidermal growth factor (EGF), a potent inducer of Erk, positively regulates PDH flux
through decreased PDK4 expression. Furthermore, overexpression of PDK4 in ECM-detached cells suppresses the
ErbB2-mediated rescue of ATP levels, and in attached cells, PDK4 overexpression decreases PDH flux, de novo
lipogenesis, and cell proliferation. Mining of microarray data from human tumor data sets revealed that PDK4
mRNA is commonly down-regulated in tumors compared with their tissues of origin. These results identify
a novel mechanism by which ECM attachment, growth factors, and oncogenes modulate the metabolic fate of
glucose by controlling PDK4 expression and PDH flux to influence proliferation.
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Tumor cell survival in altered matrix environments is
believed to be important in both early and late stages of
cancer development. In early premalignant lesions, exces-
sive proliferation displaces cells from their natural extra-
cellular matrix (ECM) environments; as tumors progress,
they must adapt to survive in distinct ECM niches during
invasion into foreign tissue environments, intravasation
into blood vessels, and extravasation to distant tissue sites.
Studies of cultured cells have demonstrated that normal
epithelial cells require attachment to matrix to survive and
proliferate (Frisch and Screaton 2001; Horbinski et al. 2010),
whereas cultured tumor cell lines or oncogene-transformed
cells are often able to survive and proliferate in an anchor-
age-independent manner (Macpherson and Montagnier
1964; Chiarugi and Giannoni 2008; Horbinski et al. 2010;
Hanahan and Weinberg 2011). This distinction between the

behavior of normal and tumorigenic/transformed cells
suggests that tumor cells undergo selection for ‘‘anchorage
independence’’ during tumorigenesis (Macpherson and
Montagnier 1964). Thus, it is critical to gain a deeper un-
derstanding of the mechanistic basis for the requirement of
ECM attachment by normal epithelial cells and for the
ability of tumor cells to overcome this dependence.

Normal epithelial cells undergo a caspase-dependent,
apoptotic death, termed ‘‘anoikis,’’ when deprived of ECM
(Frisch and Screaton 2001; Horbinski et al. 2010). How-
ever, we showed previously that inhibition of apoptosis
alone is not sufficient to maintain cell survival under these
conditions because matrix detachment also causes a met-
abolic impairment, limiting ATP production (Debnath
et al. 2002; Mailleux et al. 2007; Schafer et al. 2009). We
observed that ECM detachment of immortalized, non-
tumorigenic mammary epithelial cells (MCF-10A cells)
causes a decrease in ATP levels associated with a signifi-
cant reduction in glucose uptake, due at least in part to
decreased activation of the PI3K/Akt pathway. Impor-
tantly, overexpression of the ErbB2 oncogene, which is
amplified in 25% of breast tumors (Hynes and Lane 2005),

3Present address: Department of Bioengineering, University of California
at San Diego, 9500 Gilman Drive, La Jolla, California 92093, USA.
4These authors contributed equally to this work.
5Corresponding author.
E-mail joan_brugge@hms.harvard.edu.
Article is online at http://www.genesdev.org/cgi/doi/10.1101/gad.16771811.

1716 GENES & DEVELOPMENT 25:1716–1733 � 2011 by Cold Spring Harbor Laboratory Press ISSN 0890-9369/11; www.genesdev.org

 Cold Spring Harbor Laboratory Press on April 20, 2024 - Published by genesdev.cshlp.orgDownloaded from 

http://genesdev.cshlp.org/
http://www.cshlpress.com


rescues survival under ECM-detached conditions and sig-
nificantly reverses the decrease in glucose uptake and ATP
levels under detached conditions.

Initial characterizations of the ECM detachment-induced
metabolic defect included measurements of ATP levels and
glucose uptake. However, other nutrients and flux through
numerous metabolic pathways are required to supply
energy, regenerate cofactors, and synthesize biomass in
proliferating cells (DeBerardinis et al. 2008b; Wise et al.
2008; Metallo et al. 2009; Vander Heiden et al. 2009;
Weinberg et al. 2010; Wellen and Thompson 2010; Wellen
et al. 2010). As such, we were interested in further charac-
terizing the metabolic changes induced by ECM detachment
and ErbB2 overexpression.

In particular, the tricarboxylic acid (TCA) cycle provides
an efficient means of producing ATP and many biosyn-
thetic intermediates. A key regulator of TCA cycle flux is
the pyruvate dehydrogenase (PDH) complex, which cata-
lyzes the conversion of pyruvate into acetyl coenzyme A
(AcCoA) and thus regulates the entry of glucose-derived
carbons into the TCA cycle. PDH flux is regulated in part
by PDH kinases (PDKs), of which there are four iso-
enzymes: PDK1–4 (Sugden and Holness 2006; Roche and
Hiromasa 2007; McFate et al. 2008). PDK can phosphory-
late and inactivate the catalytic subunit of PDH at up to
three different residues (Michelakis et al. 2008). PDK1
transcription is stimulated by low oxygen levels (Kim et al.
2006; Papandreou et al. 2006), and PDK4 expression can be
induced by nutrient deprivation, high-fat diet, and diabetes
(Roche and Hiromasa 2007). PDK2 levels are also increased
under low-nutrient conditions (Sugden et al. 1998, 1999;
Wu et al. 2000). Increased PDK expression under these
conditions allows for preferential oxidation of fatty acids,
and promotes the utilization of alternative carbon sources
for gluconeogenesis (Roche and Hiromasa 2007). Thus,
system-level analyses are required to understand the com-
plex regulation of glycolysis, the TCA cycle, and PDH flux
by mitogenic, oncogenic, and environmental factors.

13C metabolic flux analysis (MFA) provides an effective
means of quantifying metabolic pathway utilization in
mammalian cells (Boros et al. 2003; Munger et al. 2008;
Zamboni 2011). The use of isotopic tracers, system-level
data acquisition, and computational modeling allows for
the estimation of fluxes and associated confidence in-
tervals, which are the most representative characteriza-
tion of in vivo enzyme function (Antoniewicz et al. 2006;
Metallo et al. 2009). Such analyses enable the identifica-
tion of key regulatory points in perturbed cellular sys-
tems, and when applied to the appropriate systems, these
techniques can help characterize how signaling pathways
and microenvironments regulate metabolic processes.

In this study, we analyzed alterations in nutrient uptake
and metabolic flux to better define the metabolic impair-
ments associated with loss of matrix attachment. We found
that matrix detachment decreases uptake of nutrients, as
well as flux through numerous metabolic pathways includ-
ing glycolysis, the pentose phosphate pathway (PPP), and the
TCA cycle. Interestingly, PDH flux is disproportionately de-
creased after ECM detachment. We found that ECM attach-
ment and ErbB2, through Erk signaling, positively regulate

flux through the PDH complex by inhibiting PDK4 expres-
sion. Additionally, we show that PDK4 expression is an
important regulator of ATP levels, de novo lipogenesis, and
cell proliferation, and that PDK4 mRNA levels are de-
creased in a variety of tumors. These results identify a
novel mechanism by which ECM attachment and growth
factors regulate essential metabolic fluxes through Erk
signaling and demonstrate how Erk modulation of PDH
flux can influence proliferation of epithelial cells. Addi-
tionally, these results suggest one potential mechanism
by which aberrant Erk signaling could contribute to the
regulation of tumor cell proliferation through changes in
cellular metabolism.

Results

ECM-detached cells are nutrient-starved

We previously demonstrated that ECM detachment of
mammary epithelial cells results in a dramatic reduction
in glucose uptake and cellular ATP levels (Schafer et al.
2009). To further investigate the metabolic alterations
associated with ECM attachment and how ErbB2 rescues
cells from this metabolic impairment, we examined the
uptake of three key carbon sources (glucose, glutamine,
and pyruvate) by MCF-10A cells after 24 h of culture
under ECM-attached or ECM-detached conditions. Net
uptake of each was decreased 30%–60% in MCF-10A
cells after ECM detachment, and overexpression of ErbB2
(MCF-10A ErbB2) partially rescued these reductions (Fig.
1A–C). Consistent with the net decrease in glucose up-
take observed in suspended cells, we detected a marked
drop in the nonoxidative glycolytic product lactate under
these conditions (Fig. 1D). Surprisingly, despite this net
decrease in lactate secretion, we calculated a significant
increase in the ratio of secreted lactate to glucose uptake
after ECM detachment (Fig. 1E), demonstrating that de-
tached cells produce more lactate per glucose molecule
consumed than do attached cells. These results suggested
that matrix-detached MCF-10A cells preferentially divert
pyruvate toward lactate rather than the TCA cycle, and
this may contribute to the observed decrease in ATP levels
under these conditions. Notably, MCF-10A ErbB2 cells,
which maintain ATP levels in ECM-detached conditions
(Schafer et al. 2009), do not exhibit an increase in the
lactate/glucose ratio.

The changes in nutrient uptake and the lactate/glucose
ratio suggest that ECM detachment and ErbB2 overexpres-
sion may alter metabolic fluxes. To examine changes in
intracellular metabolic pathways, MCF-10A and MCF-
10A ErbB2 cells were cultured under attached or detached
conditions with [1,2-13C2]glucose (labeled on the first and
second carbon only) for 24 h before extraction and quan-
tification of the abundance of isotopic label in metabolites
via gas chromatography/mass spectrometry (GC/MS). In
order to account for changes in both extracellular fluxes as
well as isotopic labeling in all intermediates, we performed
13C MFA to determine fluxes and associated confidence
intervals in a basic network describing central carbon
metabolism. Globally, we observed that ECM detachment
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of MCF-10A cells led to a striking decrease in flux through
glycolysis, the PPP, and the TCA cycle (schematic sum-
mary shown in Fig. 1F; flux data in Supplemental Table S1
and Supplemental Fig. S1). Importantly, ErbB2 overexpres-
sion significantly rescued the flux through these pathways
in the ECM-detached cells.

ErbB2 prevents a decrease in PDH and TCA flux
after ECM detachment

The increase in the lactate/glucose ratio indicates that
MCF-10A-detached cells may divert a greater percentage
of carbons away from the TCA cycle. To monitor pyruvate

Figure 1. Changes in nutrient uptake induced by ECM detachment and ErbB2 overexpression. (A–D) MCF-10A or MCF-10A ErbB2
cells were cultured on control (Att) or polyHEMA-coated plates (Detach) for 24 h. Changes in glucose (A), glutamine (B), pyruvate (C),
and lactate (D) medium concentration were normalized to attached MCF-10A cells. Data are presented as an average from three or
more independent experiments. (E) Ratio of lactate secretion to glucose uptake. (F) Graphical representation of fluxes determined via
MFA or MID data (for oxidative PPP). Arrow thickness indicates level of flux in MCF-10A-attached cells. Color indicates fold difference
between detached and attached MCF-10A cells (left panel) or between detached MCF-10A ErbB2 and detached MCF-10A cells (right
panel). Gray arrows indicate fluxes not determined. (Akg) a-Ketoglutarate; (Asp) aspartate; (Cit) citrate; (Fum) fumarate; (F6P) fructose-
6-phosphate; (Gluc) glucose; (Glu) glutamate; (G6P) glucose-6-phosphate; (Gln) glutamine; (Lac) lactate; (Mal) malate; (Oac)
oxaloacetate; (P5P) pentose-5-phosphate; (PEP) phosphoenolpyruvate; (Pyr) pyruvate; (Suc) succinate; (T3P) triose phosphate. See also
Supplemental Figure S1 and Supplemental Table S1 for details of MFA model, results, and data.

Grassian et al.

1718 GENES & DEVELOPMENT

 Cold Spring Harbor Laboratory Press on April 20, 2024 - Published by genesdev.cshlp.orgDownloaded from 

http://genesdev.cshlp.org/
http://www.cshlpress.com


entry into the TCA cycle, we examined the 13C-labeling
patterns of various metabolites (designated as M0, M1, and
M2 mass isotopomers, corresponding to ion fragments
containing zero, one, or two carbons, respectively). Metab-
olism of [1,2-13C2]glucose through glycolysis and the TCA
cycle primarily generates M0 and M2 pyruvate, AcCoA,
and TCA intermediates (Fig. 2A, left panel). Therefore, the
ratio of M2 labeling of TCA intermediates to M2 pyruvate
provides an indication of the relative level of pyruvate
oxidation by PDH. Importantly, these normalized measure-
ments are independent of the nutrient uptake measure-
ments used to calculate the ratios in Figure 1E. Consistent
with the increased lactate to glucose ratio in the MCF-10A-
detached cells, we found that the ratio of M2 citrate, glu-
tamate (derived from a-ketoglutarate), fumarate, or aspar-
tate (derived from oxaloacetate) to M2 pyruvate decreased
after ECM detachment (Fig. 2A, right panel), indicative of
a decreased percentage of pyruvate entering the TCA cycle.
M4 and M3 labeling of TCA intermediates results from
entry of a second M2 AcCoA into the TCA cycle (Fig. 2B,
left panel) and thus provides an additional indicator of PDH
flux that is independent of pyruvate carboxylase activity.
As with the M2/M2 pyruvate ratio, M4 citrate and gluta-
mate or M3 fumarate and aspartate to M2 pyruvate also
decreased in MCF-10A ECM-detached cells (Fig. 2B, right
panel). ErbB2 overexpression partially prevented the de-
crease of these ratios, indicating that ErbB2 maintains
higher PDH flux in ECM-detached cells.

Consistent with the mass isotopomer ratio data, we ob-
served a decrease in PDH flux in MCF-10A-detached cells,
which was almost completely reversed by ErbB2 over-
expression (Fig. 2C). The decrease in PDH flux correlated
with a decrease in flux through the oxidative TCA cycle
(Supplemental Fig. S2A). Levels of TCA intermediates also
decreased in MCF-10A-detached cells (Supplemental Fig.
S2B). In contrast, MCF-10A ErbB2 cells maintained higher
TCA flux and levels of TCA intermediates. Thus, the
decrease in PDH flux after ECM detachment likely con-
tributes to a reduction of TCA flux and intermediates under
detached conditions. Trends in LDH flux were similar to
that for PDH flux (Fig. 2D); however, as with the lactate to
glucose ratio, the ratio of LDH to PDH flux increased in the
MCF-10A-detached, but not MCF-10A ErbB2-detached,
cells (Fig. 2E).

Glutamine is also an important cataplerotic and
anaplerotic source of carbon for the TCA cycle. To moni-
tor the relative contribution of glutamine to TCA cycle
intermediates, we cultured MCF-10A and MCF-10A ErbB2
cells with [U-13C5]glutamine and measured the percent
labeling of TCA intermediates (Supplemental Fig. S2C–F).
We found that the percent of TCA intermediates derived
from glutamine were either decreased or unchanged after
matrix detachment of the MCF-10A cells, demonstrating
that glutamine metabolism does not rescue the decreased
glucose flux through the TCA cycle in response to matrix
detachment.

We then sought to determine how pyruvate utilization
changes in greater detail, as pyruvate can be both taken
up and secreted by cells. The measurements of the net
change in pyruvate concentration in the medium in

Figure 1C do not differentiate between changes in pyruvate
uptake and secretion. To specifically measure pyruvate
uptake and secretion, we cultured cells in medium con-
taining 100% [2-13C]pyruvate (with all other nutrients
unlabeled) and measured the concentration and labeling
of pyruvate in the medium after 24 h. Use of the 13C-labeled
pyruvate allows us to better differentiate between uptake
and secretion; the decrease in M1 pyruvate concentration
in the medium provides a readout for pyruvate uptake,
whereas the concentration of M0 pyruvate in the spent
medium (which can only be produced by the cell from other
unlabeled nutrients, such as glucose) provides an indication
of pyruvate secretion. We observed a small decrease in net
consumption of M1 pyruvate in the MCF-10A-detached
cells, which was partially rescued by ErbB2 overexpression
(Fig. 2F). Surprisingly, we saw a dramatic increase in py-
ruvate secretion in the MCF-10A-detached cells, and ErbB2
overexpression partially prevented this increase (Fig. 2G).
We made similar calculations based on analysis of M1 and
M2 pyruvate levels in spent medium obtained from cells
cultured with [1,2-13C2]glucose and unlabeled pyruvate,
and observed the same trends as described above (Supple-
mental Fig. S2G). Pyruvate can also be converted to alanine
by cytosolic and mitochondrial transaminases; alanine
levels were elevated in spent medium from cultures of
ECM-detached MCF-10A cells (Supplemental Fig. S2H).
Therefore, ECM detachment results in a decrease in PDH
flux, along with a decrease in TCA flux and an increase in
pyruvate secretion, all of which can be partially rescued by
ErbB2 overexpression.

PDK4 expression is regulated by ECM attachment
and Erk

PDH flux is controlled in part by PDKs (PDK1, PDK2,
PDK3, and PDK4), which phosphorylate and inactivate
PDH. Examination of mRNA microarray data from matrix-
attached and -detached MCF-10A cells revealed a dramatic
and specific increase in the levels of PDK4 mRNA in
matrix-detached cells (Supplemental Fig. S3A). Neither
PDK1, PDK2, nor PDK3 showed a significant increase in
detached cells. Using quantitative real-time PCR (qPCR),
we determined that ECM detachment resulted in a 25-fold
to 30–fold increase in PDK4 mRNA, which was partially
mitigated by ErbB2 overexpression (Fig. 3A). PDK4 protein
levels displayed similar changes (Fig. 3B). Matrix detach-
ment of two additional nontransformed mammary epithe-
lial cell lines (human mammary epithelial cells [HMECs]
hTERT and HC11) also led to increased PDK4 mRNA
(Supplemental Fig. S3B,C). To examine whether PDK4 up-
regulation contributed to the decreased PDH flux in matrix
detached cells, we knocked down PDK4 expression using
two independent shRNAs (Fig. 3C). Both PDK4-targeted
shRNAs caused increased relative flux through PDH in the
MCF-10A-detached cells (Fig. 3D), demonstrating that
the up-regulation of PDK4 is at least in part responsible for
the decrease in PDH flux in the detached cells.

To examine whether ErbB2 negatively regulates PDK4
levels in other cell lines, we quantified PDK4 levels in
a set of mouse mammary epithelial cells. The control,
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Figure 2. ErbB2 maintains PDH flux in ECM-detached cells. (A, left panel) Carbon atom (represented by circles) transitions and tracers
used to detect the changes in PDH flux. Using isotopic label from [1,2-13C2]glucose (black circles). (Right panel) Cells were cultured
with [1,2-13C2]glucose as in Figure 1A. Relative PDH flux was estimated by calculating the ratio of M2 citrate (Cit), glutamate (Glu),
fumarate (Fum), or aspartate (Asp) normalized to M2 pyruvate labeling, which was determined by GC/MS. Data are representative of
three independent experiments. (B) The left panel shows entry of second M2 AcCoA into the TCA cycle. (Right panel) Ratio of M4
citrate or glutamate, or M3 fumarate or aspartate, to M2 pyruvate. Data are representative of three independent experiments. (C,D)
PDH (C) and LDH (D) flux estimates and 95% confidence intervals by the 13C MFA model. Data are representative of three independent
experiments. (E) Ratio of values in C and D. (F,G) Pyruvate uptake (F) and synthesis/secretion (G) were determined by measuring the
concentration of labeled and unlabeled pyruvate in spent medium from cells cultured with [2-13C]pyruvate in triplicate, and average
values are presented.
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Figure 3. PDK4 expression is regulated by ECM attachment and Mek/Erk signaling. (A) MCF-10A cells, or MCF-10A ErbB2 cells treated
with 10 mM UO126 (UO) or vehicle, were plated in attached or detached conditions. Twenty-four hours later, mRNA levels for PDK4 were
quantified by qPCR. (B) Cells were plated as in A in attached (A) or detached (D) conditions with vehicle control or 10 mM UO126 (UO).
Expression or phosphorylation of the indicated proteins was determined by immunoblotting. (C) MCF-10A cells were infected with
nontargeting or PDK4-targeting doxycycline-inducible small hairpins (shRNAs). Expression of the shRNA was induced for 48 h with 1 mg/
mL doxycycline. Cells were then grown in detached conditions in the presence of 1 mg/mL doxycycline for 24 h. PDK4 mRNA levels were
determined by qPCR. Data are presented as fold change relative to MCF-10A-detached cells with nontargeting shRNA. (D) Cells were
grown as in C in the presence of [1,2-13C2]glucose for 24 h. Relative PDH flux was estimated by calculating the ratio of M2 citrate (Cit),
glutamate (Glu), malate (Mal), or aspartate (Asp) normalized to M2 pyruvate labeling, which was determined by GC/MS. (E) Expression of
PDK4 in NMuMG, NMuMG Neu-T (NT), and NMuMG NT2196 cells was determined by qPCR. Data are an average of three
independent experiments and are presented as fold change relative to NMuMG cells. (F,G) MCF-10A cells or MCF-10A ErbB2 cells were
plated in attached or detached conditions. Twenty-four hours later, the level of pSer293 PDH was determined by flow cytometry. Data are
presented as fold change over attached cells, and are an average of three independent experiments (F) or representative of three
independent experiments (G). (H) MCF-10A cells treated with 10 mM UO126 (UO) or vehicle were plated and analyzed as in A. Data
shown in A and H are presented as average fold increases relative to MCF-10A-attached cells from three independent experiments.

Erk modulates cell growth via PDK4

GENES & DEVELOPMENT 1721

 Cold Spring Harbor Laboratory Press on April 20, 2024 - Published by genesdev.cshlp.orgDownloaded from 

http://genesdev.cshlp.org/
http://www.cshlpress.com


nontumorigenic NMuMG cells express high PDK4 levels
in attached conditions (Fig. 3E). Overexpression of con-
stitutively active ErbB2 (Neu-T) decreased PDK4 mRNA
by ;17-fold in the NMuMG cells. Interestingly, PDK4
levels were further suppressed in NMuMG Neu-T cells
explanted from xenografts (undetectable by qPCR).

PDK4 phosphorylates PDH on Ser 293 (Rardin et al.
2009). To examine whether the increased PDK4 levels in
matrix-detached cells are associated with increased PDH
phosphorylation at this site, we examined pS293 PDH
levels by flow cytometry. Detachment of MCF-10A cells
leads to a large increase in pS293 PDH levels, whereas
ErbB2 overexpression reduced the level of phosphoryla-
tion induced by matrix detachment (Fig. 3F,G), correlat-
ing with the changes in PDK4 expression (Fig. 3A,B). The
increase in pS293 PDH levels in the ECM-detached
MCF-10A cells was prevented by knockdown of PDK4
(Supplemental Fig. S3D). Expression of the PDH phos-
phatases (PDH phosphatase catalytic subunit 2 [PDP-1],
PDH phosphatase isoenzyme 2 [PDP-2], and PDH regula-
tory subunit [PDPR]) was not greatly affected by matrix
detachment, and does not correlate with the observed
changes in PDH activity or phosphorylation (Supplemen-
tal Fig. S3E).

PDK4 mRNA levels have previously been shown to be
negatively regulated by PI3K/Akt signaling in muscle cells,
as the PI3K/mTor inhibitor LY294002 increased PDK4 lev-
els in these cells (Puthanveetil et al. 2010). Since ErbB2
maintains Akt activation in ECM-detached cells (Schafer
et al. 2009), we sought to determine whether ErbB2, through
maintenance of PI3K/Akt signaling, suppresses PDK4 levels
in ECM-detached MCF-10A cells. Treatment of the MCF-
10A ErbB2 cells with LY294002 did not prevent the ErbB2
maintenance of low PDK4 levels after ECM detachment
(Supplemental Fig. S3F), suggesting that the ErbB2 regula-
tion of PDK4 is independent of PI3K/Akt signaling. ErbB2
also maintains activation of the Mek/Erk pathway in ECM-
detached cells (Reginato et al. 2003; Schafer et al. 2009;
Grassian et al. 2011), and treatment of MCF-10A ErbB2 cells
with either of two Mek inhibitors (UO126 and PD98059)
increased PDK4 mRNA and protein levels under ECM-
detached conditions (Figs. 3A,B; Supplemental Fig. S3G).
MCF-10A cells and HMECs plated in attached conditions
also displayed increased PDK4 mRNA levels with Mek
inhibition (Fig. 3H; Supplemental Fig. S3H,I). A Mek1/
2-specific inhibitor, PD184352 (which does not inhibit
Mek5/Erk5 at 1 mM) (Mody et al. 2001), also increased
PDK4 levels in the MCF-10A-attached cells (Supplemen-
tal Fig. S3J). Interestingly, inhibition of either PI3K/Akt or
Mek decreased PDK1 mRNA levels (Supplemental Fig.
S3K), suggesting specific negative regulation of PDK4 by
Erk. Thus, both ECM attachment and ErbB2 suppress
PDK4 levels through Erk activity.

Erk signaling regulates pyruvate metabolism

As both Erk inhibition and ECM detachment result in
increased PDK4 levels, we examined whether Erk in-
hibition would cause similar changes in pyruvate metab-
olism as ECM detachment. MCF-10A cells cultured in

[1,2-13C2]glucose with or without the Mek inhibitor
UO126 showed that Mek/Erk inhibition decreased relative
PDH flux (Fig. 4A); additionally, immunofluorescence
staining of the MCF-10A-attached cells revealed that Erk
inhibition leads to an increase in the percentage of cells
with high levels of pS293 PDH (Fig. 4B; Supplemental Fig.
S4A). Mek inhibition also decreased the net uptake of
pyruvate in both MCF-10A-attached and MCF-10A ErbB2-
attached and -detached cells (Fig. 4C,D). Importantly, we
found that, as with ECM detachment, the decrease in net
pyruvate uptake induced by Mek inhibition was due in part
to increased pyruvate secretion (Fig. 4E), indicating that
Mek inhibition causes cells to divert carbon away from the
TCA cycle.

Mek inhibition could also affect nutrient uptake; how-
ever, we did not detect a significant decrease in glucose or
glutamine uptake in MCF-10A or MCF-10A ErbB2 cells
treated with the Mek inhibitor UO126 at concentrations
that decreased Erk activity by 50% or more (Fig. 4F,G;
Grassian et al. 2011). This is consistent with a previous
report showing that glucose uptake is insensitive to Mek
inhibition (Lazar et al. 1995). As predicted, inhibition of
PI3K, a key positive regulator of nutrient uptake (Plas et al.
2001; Edinger and Thompson 2002; Rathmell et al. 2003;
Schafer et al. 2009), decreased uptake of glucose, glutamine,
and pyruvate in the MCF-10A ErbB2-attached and -de-
tached cells (Supplemental Figs. S4B–D). Together, these
results demonstrate that Mek inhibition causes a decrease
in PDH activity and a concomitant increase in pyruvate
secretion, without significant affects on nutrient uptake.

Insulin and epidermal growth factor (EGF)
differentially regulate PDK4 levels and nutrient uptake

Recent data from our laboratory have shown that the EGF
and insulin display differential ability to induce prolifer-
ation and to activate the PI3K/Akt and Mek/Erk path-
ways in MCF-10A cells; EGF alone induces strong Erk
activation and proliferation, whereas insulin alone is a
very weak inducer of Erk and is unable to induce pro-
liferation (D Worster, J, Albeck, and JS Brugge, unpubl.;
data not shown). The differences in proliferation and
pathway activation by these two growth factors provided
a useful context to examine the regulation of PDK4 by
Erk and growth factors under normal conditions of
monolayer cell growth. Figure 5A shows steady-state
levels of Erk and Akt activation under conditions in
which cells were either deprived of both growth factors,
treated with each alone, or treated with both together for
24 h. Withdrawal of both insulin and EGF from attached
MCF-10A cells decreased Erk and Akt phosphorylation, as
expected (Fig. 5A). Addition of insulin alone did not induce
significant detectable sustained activation of either Erk or
PI3K, although short-term stimulation with insulin did
lead to increased levels of pAkt (Supplemental Fig. S5A). In
contrast, EGF led to robust Erk activation under either
condition (Fig. 5A; Supplemental Fig. S5A). While both
factors were required for maximal activation of Akt,
addition of insulin did not further augment EGF-mediated
activation of Erk. PDK4 mRNA levels correlated with Erk
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Figure 4. Erk signaling regulates pyruvate metabolism. (A) MCF-10A cells treated with vehicle or 10 mM UO126 (UO) were cultured
for 24 h in medium with [1,2-13C2]glucose. Relative PDH flux was estimated by calculating the ratio of M2 metabolite labeling to that
of pyruvate in triplicate, and average values are presented. (B) MCF-10A cells were plated as in A. Twenty-four hours later, the levels of
pSer293 PDH were determined by immunofluorescence. Cells were scored as containing high or low levels of pSer293 PDH staining
(colocalizing with the mitochondrial marker cytochrome c). Data are presented as an average of three independent experiments. (C,D)
MCF-10A ErbB2-attached (Att) or -detached (Detach) (C) and MCF-10A-attached (D) cells were treated with vehicle or 10 mM UO126
(UO), and pyruvate consumption was determined 24 h later. Data are presented as an average of three independent experiments. (E)
MCF-10A-attached cells treated with vehicle or 10 mM UO126 (UO) were cultured with [1,2-13C2]glucose. The concentration of M1 and
M2 pyruvate in the spent medium in triplicate was measured by GC/MS and used to assess pyruvate synthesis/secretion; average
values are shown. (F,G) MCF-10A ErbB2 (F) and MCF-10A (G) cells treated with vehicle or 10 mM UO126 (UO) were plated on control or
polyHEMA plates for 24 h. Changes in medium glucose and glutamine concentration were determined and normalized to vehicle-
treated attached cells. Data are presented as an average of more than three independent experiments.
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Figure 5. Differential regulation of PDK4, PDH flux, and nutrient uptake by insulin and EGF. (A) MCF-10A cells were cultured in the
presence (+) or absence (�) of insulin and EGF for 24 h. Expression or phosphorylation of the indicated proteins was determined by
immunoblotting. (B) Cells were cultured as in A, and PDK4 mRNA levels were quantified by qPCR. Data are normalized to (+) EGF/
insulin conditions and are averages from three independent experiments. (C) MCF-10A cells were plated in the absence or presence of
EGF. Twenty-four hours later, the levels of pSer293 PDH were determined by immunofluorescence. Cells were scored as containing
high or low levels of pSer293 PDH staining colocalizing with the mitochondrial marker cytochrome c. Data are presented as an average
of three independent experiments. (D) Cells were cultured as in A in the presence of [1,2-13C2]glucose. Relative PDH flux was estimated
by calculating the ratio of M2 metabolite labeling to that of pyruvate in triplicate, and average values are presented. (E) Cells were
cultured as in A, and changes in medium levels of glucose and glutamine were determined. Data are normalized to (+) EGF/insulin
conditions, and are averages of three independent experiments. (F) Cells were cultured as in A. Changes in medium concentration of
pyruvate were measured by GC/MS. Data represent averages from three independent experiments. (G) Cells were cultured as in D. The
concentration of M1 and M2 pyruvate in triplicate samples of spent medium was measured by GC/MS to assess pyruvate synthesis/
secretion, and average values are shown. (H) Cells were cultured as in A, and 24 h later, ATP levels were measured using the ATPlite
assay. Data are normalized to (+) EGF/insulin conditions, and are an average of three independent experiments.
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activation; PDK4 levels were high in the absence of EGF
and insulin, suppressed in cells cultured in the presence of
EGF, and insensitive to insulin (Fig. 5B). HMECs also
displayed an increase in PDK4 levels in the absence of
EGF (Supplemental Fig. S5B). In the MCF-10A cells, EGF
withdrawal increased the phosphorylation of PDH (Fig.
5C; Supplemental Fig. S4A), correlating with the increased
PDK4 levels.

We hypothesized that the differential regulation of
PDK4 expression by EGF and insulin might translate to
a specific role of EGF in controlling flux through PDH.
Cells cultured in the absence of both insulin and EGF
exhibited decreased relative PDH flux (Fig. 5D), consis-
tent with the elevated PDK4 levels. Inclusion of insulin
alone had a modest effect on pyruvate oxidation, whereas
EGF alone increased relative PDH flux to the level ob-
served in control cells cultured with both growth factors.
Regulation of nutrient uptake by the two growth factors
also correlated with differential activation of the down-
stream signaling pathways; removal of both insulin and
EGF caused a considerable decrease in the net uptake of
both glucose and glutamine (Fig. 5E). Insulin alone in-
duced a small but noticeable increase in nutrient uptake,
whereas EGF was much more effective. Maximal uptake
of glucose and glutamine required both growth factors. As
observed under conditions of ECM detachment and Mek
inhibition, withdrawal of both EGF and insulin decreased
net pyruvate consumption, due in part to higher pyruvate
secretion (Fig. 5F,G). EGF alone was sufficient to suppress
pyruvate secretion to the level observed with EGF and
insulin. Similarly, alanine secretion increased with growth
factor withdrawal; either growth factor alone decreased
alanine secretion, although EGF alone was sufficient to
maintain alanine secretion levels at the same levels as cells
in full medium (Supplemental Fig. S5C).

Consistent with the changes in nutrient uptake and
secretion, insulin and/or EGF withdrawal led to decreased
ATP levels, with EGF withdrawal having a more prominent
effect (Fig. 5H). Thus, EGF plays a more significant role than
insulin in regulating flux of glucose and pyruvate-derived
carbon into the TCA cycle, likely due to the stronger ac-
tivation of Erk and the suppression of PDK4 expression.

Regulation of PDH flux and ATP levels by PDK4

As both ECM detachment, Mek inhibition, and EGF
withdrawal increase PDK4 mRNA levels and decrease
pyruvate oxidation, we examined how ectopic overexpres-
sion of PDK4 might modulate cellular metabolism in MCF-
10A and MCF-10A ErbB2 cells (Fig. 6A). Notably, we were
unable to achieve equivalently high levels of PDK4 expres-
sion as either ECM detachment- or Mek inhibition-induced
(fivefold vs. 30-fold) (see Figs. 3A,H, 6A; Supplemental Fig.
S3G,H,J). Even with this moderate increase in PDK4
transcript levels, relative PDH flux was modestly, but
significantly, decreased in the MCF-10A-attached and
MCF-10A ErbB2-attached and -detached cells (Fig. 6B,C).
The net change in medium pyruvate was also slightly
decreased in cells overexpressing PDK4 (Fig. 6D,E); how-
ever, these changes were primarily caused by an increase in

pyruvate secretion (Fig. 6F,G). PDK4 overexpression did not
affect glucose or glutamine uptake or glutamate secretion
(Supplemental Fig. S6A–C). Thus, PDK4 overexpression,
similar to ECM detachment, Mek inhibition, and EGF
withdrawal, decreases PDH flux and increases pyruvate
secretion.

The maintenance of glucose uptake by ErbB2 is in part
responsible for the rescue of ATP levels upon ECM
detachment (Schafer et al. 2009). In addition, the suppres-
sion of PDK4 expression by ErbB2, which would maintain
glucose entry into the TCA cycle, may also contribute to
the maintenance of ATP levels. Overexpression of PDK4
in the MCF-10A cells did not increase the extent of ATP
reduction caused by ECM detachment (Fig. 6H); this is
not unexpected, given that PDK4 mRNA levels are
induced 30-fold in MCF-10A ECM-detached cells. On
the other hand, overexpression of PDK4 in the MCF-10A
ErbB2 cells significantly impaired the rescue of ATP
levels by ErbB2 after ECM detachment. Thus, PDK4 is a
negative regulator of PDH flux, pyruvate consumption,
and ATP production in MCF-10A cells.

PDK4 overexpression decreases de novo lipogenesis
and cell proliferation

The TCA cycle is an important source of biosynthetic
intermediates needed for cell proliferation. Indeed, glucose
and pyruvate are important substrates that supply carbon
to sustain de novo lipogenesis via PDH activity and the
citrate shuttle. Cells cultured with either [2-13C]pyruvate
or [U-13C6]glucose for 4 d incorporated significant isotopic
label into fatty acids. Pyruvate and glucose from the culture
medium accounted for ;17% and 65% of the carbon in
newly synthesized fatty acids, respectively (Supplemental
Fig. S7A). Importantly, ectopic expression of PDK4 caused
a marked decrease in the level of de novo lipogenesis in
both MCF-10A-attached and MCF-10A ErbB2-attached
cells during this time, providing evidence that PDK4
inhibits the conversion of glucose and pyruvate to lipogenic
AcCoA (Fig. 7A). Synthesis of fatty acids for membrane
lipids is required for cell growth, and inhibition of fatty
acid synthase (FASN) or reactions fueling this process
can inhibit cell proliferation (Hatzivassiliou et al. 2005;
DeBerardinis et al. 2008a; Vander Heiden et al. 2009; Wise
and Thompson 2010). Consistent with the observed de-
crease in de novo lipogenesis, PDK4 overexpression led to
a 40%–60% decrease in proliferation of MCF-10A-attached
and MCF-10A ErbB2-attached cells after 4 d in culture (Fig.
7B,C). PDK4 overexpression induced a slight increase in
cell death as measured by trypan blue staining (1%–3%)
(Supplemental Fig. S7B); however, no increase in apoptotic
cells was detected when assessed by sub-G1 DNA content
(Fig. 7D,E). These results indicate that increased cell death
is not likely to account for the 40%–60% decrease in cell
numbers observed. Importantly, fewer cells were ob-
served in the S and G2 phases of the cell cycle when
PDK4 was overexpressed in the MCF-10A ErbB2 cells
(Fig. 7D). MCF-10A cells displayed a similar trend, but the
changes did not reach statistical significance (Fig. 7E).
Thus, the suppression of PDK4 by Erk signaling, which is
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mediated by EGF stimulation, ErbB2, and ECM attach-
ment, is important for maintaining high rates of cell
proliferation.

We also evaluated whether PDK4 expression changes
under conditions where cells undergo proliferation arrest.
MCF-10A cells grown in three-dimensional (3D) culture

Figure 6. PDK4 regulates glucose entry into the TCA cycle and ATP levels. (A) mRNA levels of PDK4 in MCF-10A or MCF-10A ErbB2
cells infected with control pBABE-IRES-NEO vector (Vector) or pBABE-PDK4-IRES-NEO (PDK4) were quantified by qPCR. Data are
normalized to vector control cells from each experiment, and are presented as averages from three independent experiments. (B,C) MCF-10A
(B) and MCF-10A ErbB2 (C) cells infected with control vector or pBABE-PDK4-IRES-NEO were plated on control (Att) or polyHEMA-coated
(Detach) plates for 24 h in medium containing [1,2-13C2]glucose. Relative PDH flux was estimated by calculating the ratios of M2 metabolite
labeling in triplicate, and average values are presented. (D,E) Cells were plated as in B and C, and pyruvate levels in spent medium were
quantified by GC/MS. Data are presented as the average of three independent experiments. (F,G) Cells were cultured as in B and C. The
concentration of M1 and M2 pyruvate in the spent medium was measured by GC/MS in triplicate and used to assess pyruvate secretion. (H)
MCF-10A and MCF-10A ErbB2 cells infected with control vector or pBABE-PDK4-IRES-NEO were plated on control (Att) or polyHEMA-
coated (Detach) plates for 24 h, and ATP levels were measured using the ATPlite assay. Data are presented as the ratio of ATP levels in
detached cells to ATP levels in attached cells, and are the average of three independent experiments.
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Figure 7. PDK4 negatively regulates de novo lipogenesis and cell proliferation. (A) MCF-10A or MCF10A ErbB2 cells infected with
control vector (Vector) or pBABE-PDK4-IRES-NEO (PDK4) were cultured under attached conditions in the presence of [U-13C6]glucose
or [2-13C]pyruvate. Medium was replaced every 24 h. After 4 d, the percentage of newly synthesized palmitate was determined via
isotopomer spectral analysis (ISA). Palmitate-labeling data and complete ISA results are listed in Supplemental Table S2. Error bars
indicate 95% confidence intervals. (B,C) MCF-10A (B) or MCF10A ErbB2 (C) cells infected with control vector or pBABE-PDK4-IRES-
NEO were plated at equal concentration. After 2, 3 or 4 d, cell numbers were determined using a hemocytometer. (D,E) MCF-10A ErbB2
(D) or MCF10A (E) cells infected with control vector or pBABE-PDK4-IRES-NEO were cultured under attached conditions. FACS
analysis was performed to determine the percentage of cells in sub-G1, G1, and S/G2. (Left panels) Averages of data from three
independent experiments. (Right panels) Representative histograms from one of three independent experiments. (F) mRNA levels for
PDK4, p27 (CDKN1B), and p57 (CDKN1C) were extracted from a data set derived from MCF-10A cells cultured in reconstituted
basement membrane for 15 d (originally described in Schmelzle et al. 2007). Data represent the average fold change relative to the levels
on day 2 from triplicate samples harvested at each of the indicated days.
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with EGF undergo an initial period of proliferation, before
EGF signaling decreases and the cells undergo prolifera-
tion arrest (between day 5 and day 7) (Debnath et al. 2002;
Schmelzle et al. 2007). We examined PDK4 expression in
microarray data obtained from 3D cultures harvested
throughout morphogenesis (Schmelzle et al. 2007) and
found that expression of PDK4 increases at day 5, con-
tinues to increase to day 10, and then plateaus (Fig. 7F),
correlating with expression of the two CDK inhibitors p27
and p57. Thus, in the 3D cell culture system, PDK4 ex-
pression correlates with growth arrest and expression of
cell cycle inhibitors.

Discussion

Since the initial observation by Otto Warburg of high
lactate production by tumor cells, much attention has
been given to the process of aerobic glycolysis in pro-
liferating cells (Warburg 1924; Vander Heiden et al. 2009;
Fritz and Fajas 2010). However, there is a growing appre-
ciation for the role of TCA metabolism in energy pro-
duction, cofactor regeneration, and biosynthesis for cell
growth in both tumors and nontransformed cells (Wise
et al. 2008; Lemons et al. 2010; Weinberg et al. 2010;
Cheng et al. 2011). As such, detailed knowledge describ-
ing how oncogenes, mitogens, and environmental factors
coordinate flux through glycolysis and the TCA cycle will
facilitate the exploitation of these metabolic changes to
target neoplastic tissues.

Acquisition of anchorage independence is likely a key
step in tumor progression. A deeper understanding of how
ECM detachment affects cell viability and how oncogenes
can reverse these changes may help to design targeted
therapies for cancer treatment. In this study, we show that
loss of ECM attachment results in decreased nutrient
uptake in immortalized mammary epithelial cells and a
consequent decrease in flux through glycolysis, the PPP,
and the TCA cycle. In addition, detached cells display an
increase in PDK4 levels, contributing to a disproportionate
decrease in PDH flux that is independent of nutrient
uptake (Fig. 8A). Ectopic expression of the ErbB2 oncogene
rescues nutrient uptake and ATP levels after matrix de-
tachment. Additionally, ErbB2 partially suppresses the
induction of PDK4 upon matrix detachment in an Erk-
dependent manner and maintains PDH flux. In adherent
cells, EGF-mediated activation of the Erk signaling path-
way negatively regulates PDK4 mRNA and positively
regulates PDH flux. The maintenance of low PDK4 levels
and high PDH flux by ErbB2 in the ECM-detached cells
may be important for its ability to prevent this metabolic
defect, as overexpression of PDK4 compromises mainte-
nance of ATP levels in the ECM-detached cells. Further-
more, PDK4 overexpression decreases de novo lipogenesis
and cell proliferation in adherent cells, suggesting that
changes in PDH flux may influence the rate of cell growth.
Correlating with the suppression of proliferation and in-
duction by matrix detachment, PDK4 levels are increased
in growth-arrested 3D acinar structures. These results
highlight the importance of PDH regulation in proliferat-
ing cells, as the conversion of glucose to AcCoA provides

substrates for the production of ATP by oxidative phos-
phorylation and the production of intermediates for lipid,
amino acid, and pyrimidine synthesis in the TCA cycle,
and provide evidence that maintenance of PDH flux may
be important for proliferation of tumor cells.

Decreased PDH flux under conditions of ECM detach-
ment, Erk inhibition, EGF withdrawal or PDK4 over-
expression likely contributes to the inhibition of cell
proliferation we observed under these conditions. One
possible mechanism by which the reduction in PDH flux
could affect proliferation is through reduced de novo
lipogenesis, as fatty acid synthesis is critical for the pro-
duction of new membrane during cell growth and prolif-
eration. Indeed, PDH flux has been previously shown to
correlate with lipogenesis (Stansbie et al. 1976; Munday
and Williamson 1981; Holness and Sugden 1990; Choi et al.
2010) and we observed a 50%–65% decrease in the relative
level of de novo lipogenesis in our MCF-10A models.
Glucose-derived carbons, metabolized by PDH, are consid-
ered to be the primary source of AcCoA for lipogenesis in
mammalian cells (Hatzivassiliou et al. 2005). While gluta-
minolysis provides another possible source of carbons for
lipogenesis, we observed that glutamine is not a major
source of carbons for lipogenesis in MCF-10A cells grown
under normal culture conditions (CM Metallo and G
Stephanopoulos, unpubl.), and glutamine is unable to com-
pensate for the decrease in glucose flux to the TCA cycle in
ECM-detached cells. Additionally, TCA intermediates are
used for other biosynthetic reactions, including pyrimidine
and amino acid synthesis (DeBerardinis et al. 2007, 2008a;
Vander Heiden et al. 2009; Wise and Thompson 2010), and
their supply may also be compromised due to decreased
PDH flux. Furthermore, AcCoA production from the TCA
cycle has recently been shown to be an important source of
the acetyl groups used for histone acetylation (Wellen et al.
2009), placing PDH and PDK4 in a position to have global
effects on gene expression that may regulate many cellular
functions.

In contrast to our studies showing that PDK4 up-regula-
tion decreases ATP levels and suppresses de novo lipogen-
esis and proliferation, recent work has highlighted the
importance of PDH inhibition in driving tumorigenesis,
as such regulation is expected to enhance aerobic glycolysis
(Roche and Hiromasa 2007; DeBerardinis et al. 2008a;
McFate et al. 2008; Michelakis et al. 2008; Vander Heiden
et al. 2009; Sun et al. 2010). Indeed, studies have shown that
pharmacological inhibition or decreased expression of
PDKs can lead to decreased tumor growth in vivo (Bonnet
et al. 2007; Roche and Hiromasa 2007; Michelakis et al.
2008). It is possible that PDH flux rates vary during
different stages of tumor development depending on the
extent to which distinct metabolic pathways are used
for energy production and anabolic biosynthesis. PDK4
mRNA expression is significantly lower in a variety of
human tumor types (including breast, ovarian, colon, and
lung cancers) compared with their corresponding normal
tissues in 35 studies available through Oncomine (P-values
as low as 1.26 3 10�18) (Fig. 8B). Importantly, not a single
data set on Oncomine showed a statistically significant (P <
1 3 10�4) increase in PDK4 expression tumors relative to
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Figure 8. Overexpression of PDK4 suppresses cell proliferation. (A) In MCF-10A cells, PDK4 is a negative regulator of PDH flux. In
attached cells plated in the presence of EGF, Erk activity maintains low levels of PDK4 transcription, allowing for entry of glucose carbons
into the TCA cycle, and production of ATP and biosynthetic intermediates for lipid, nucleotide, and amino acid synthesis. In MCF-10A-
detached cells or -attached cells starved of EGF, Erk activation is decreased, leading to high PDK4 levels, low PDH flux, and increased
secretion of lactate, pyruvate, and alanine (dashed arrow). This contributes to the decreases in ATP and proliferation. Ectopic expression of
ErbB2, in an Erk-dependent manner, partially prevents the increase in PDK4 levels in the ECM-detached cells, and thus maintains PDH
flux and ATP levels. Overexpression of PDK4 decreases PDH flux, leading to a decrease in production of ATP and biosynthetic
intermediates from the TCA cycle, which results in decreased de novo lipogenesis and proliferation. The PI3K/Akt pathway regulates
nutrient (glucose, glutamine, and pyruvate) uptake. The gray arrow indicates weak activation of Erk by insulin. (AAs) Amino acids; (Ala)
alanine; (Cyt) cytoplasm; (Lac) lactate; (Mit) mitochondria; (Nuc) nucleus; (Pyr) pyruvate. (B) Heat map of fold change in PDK4 expression
in tumor samples. Data are publicly available on Oncomine, and citations are included as Supplemental Material.
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the corresponding normal tissue. These studies are consis-
tent with our results indicating that PDK4 up-regulation
has a suppressive effect on proliferation.

Our findings regarding the regulation of proliferation
by PDK4 and the changes in PDK4 expression in tumors
suggests that PDH flux is important for growth of tumor
cells. Although many tumor cells do display an increase
in the ratio of lactate produced to glucose taken up (the
Warburg effect), there is not a complete suppression of
PDH flux (DeBerardinis 2008). The TCA cycle supplies
intermediates for lipid, nucleotide, and amino acid
synthesis that are critical for cell proliferation, and the
oxidation of pyruvate to AcCoA (via PDH) is important
for maintenance of TCA cycle flux. PDKs likely act as
a sensor of nutrient and oxygen availability, and thus
regulate the usage of intermediates for distinct meta-
bolic needs under different conditions, thereby regulat-
ing proliferation rates. Aberrant PDK4 expression
would therefore lead to inappropriate diversion of car-
bons away from the TCA cycle and decreased prolifer-
ation.

Our results also highlight key specificities in different
growth factor signaling pathways, as we demonstrate a
specific role of Mek/Erk signaling in suppressing PDK4
expression, whereas inhibition of PI3K/mTor does not
affect PDK4 levels. Additional studies are required to
elucidate the specific mechanism through which Erk
regulates PDK4 mRNA, the levels of which have been
shown to be controlled by numerous proteins and signal-
ing pathways (Abbot et al. 2005; Sugden and Holness 2006;
Roche and Hiromasa 2007). Some transcriptional regula-
tors of PDK4, such as retinoid X receptor and FOXO1, have
previously been found to be negatively regulated by Erk
signaling (Arnaud et al. 2004; Coll et al. 2006; Asada et al.
2007; Burgermeister et al. 2007; Macoritto et al. 2008;
Shankar et al. 2008; Meng et al. 2011). Importantly,
previous studies implicating PI3K/Akt as a negative regu-
lator of PDK4 expression were performed in myocytes
(Puthanveetil et al. 2010), which must generate significant
energy (i.e., ATP) from glucose in response to insulin to
function properly (Latronico et al. 2004). Thus, PDK4 may
be regulated in a tissue-specific manner in order to respond
to a variety of stimuli and induce the appropriate changes
in metabolic flux. Similarly, we observed different roles for
Mek/Erk and PI3K/Akt signaling in the regulation of
nutrient uptake and intracellular metabolism; these find-
ings underscore the importance of coordinated regulation
of cellular metabolism by integration of signals from
multiple pathways. Since PDK4 expression is regulated
by distinct pathways in other cell types, these results also
highlight cell type differences in control of this key met-
abolic enzyme. In addition, these results suggest potential
differential dependencies on PDH flux between normal
and transformed cells. While PDK4 overexpression dis-
played a similar suppression of PDH flux in control and
ErbB2-overexpressing MCF-10A cells, the control cells
displayed a lower dependence on PDH flux for de novo
lipogenesis and proliferation than do the ErbB2-overex-
pressing cells (50% vs. 65% decrease in lipogenesis, and
40% vs. 60% decrease in cell number).

In summary, while the studies reported here were
initially focused on defining the metabolic pathways reg-
ulated by matrix attachment, findings from these investi-
gations provided important insights relating more broadly
to the regulation of glucose metabolism. We describe novel
aspects of signaling pathway control of metabolic flux that
in turn regulate other cellular process such as cell pro-
liferation. It is likely that such fine controls of metabolic
activity, like those reported here and in other recent studies
of oncogene-expressing cells (Bensaad et al. 2006; Fantin
et al. 2006; Wise et al. 2008), escaped detection in earlier
studies that were generally focused on cell types involved in
physiological metabolism of nutrients, such as hepatocytes,
adipocytes, and muscle cells, or in established tumor cells.
As interest in the metabolism of transformed cells in-
creases, more metabolic distinctions between normal and
oncogene-transformed cells, such as the differential de-
pendence on PDH flux identified here, are likely to emerge.

Materials and methods

Cell culture

MCF-10A cells were cultured as described previously (Debnath
et al. 2003; http://brugge.med.harvard.edu). NMuMG cells,
HMECs, and HC11 cells were cultured as previously described
(Brandt et al. 2001; Overholtzer et al. 2006; Ursini-Siegel et al.
2007).

Metabolite extraction and GC/MS analysis

Cell culture, metabolite extraction and derivatization, model
description, analysis, and assumptions are described in detail in
the Supplemental Material. Briefly, metabolites were extracted at
the end of culture using equal volumes of methanol, water, and
chloroform before evaporation under airflow. For polar metabo-
lites, derivatization was accomplished by dissolving evaporated
aqueous fraction with 2% methoxamine hydrochloride in pyridine
and incubating for 90 min at 37°C, followed by either tert-butyl-
dimethylsilylation using N-methyl-N-(tert-butyldimethylsilyl)tri-
fluoroacetamide (MBTSTFA) + 1% tert-butyldimethylchlorosilane
(TBDMCS) (Pierce) or trimethylsilylation using 2,2,2-trifluoro-
N-methyl-N-trimethylsilyl-acetamide (MSTFA) + 1% trimethyl-
chlorosilane (TMCS) (Pierce). Fatty acid methyl esters were gener-
ated using the Methyl-8 reagent (Pierce). The GC/MS was operated
as previously described (Metallo et al. 2009). Ion fragments in-
tegrated for metabolite and isotope quantification are listed in the
Supplemental Material. Labeling of metabolites was corrected for
natural isotope abundances using an in-house algorithm adapted
from Fernandez et al. (1996). MFA and isotopomer spectral analysis
(ISA) calculations were performed using Metran, an algorithm for
flux and confidence interval determination (Young et al. 2008).

Metabolite analysis of spent medium

Metabolite levels in the medium were measured using the
Yellow Springs Instruments (YSI) 7100 or by GC/MS as described
in the Supplemental Material.

Analysis of mRNA expression

qPCR was performed as previously described (Grassian et al.
2011) and as in the Supplemental Material. Microarray analyses
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on MCF-10A cells during morphogenesis were performed as
described previously (Schmelzle et al. 2007).

Immunoblotting

Cells were lysed and analyzed by immunoblotting as previously
described (Grassian et al. 2011) and as in the Supplemental
Material.

Quantification of pPDH levels

Cells were fixed in 4% paraformaldehyde (Electron Microscopy
Sciences) and permeabilized with 0.1% Triton X-100 (Sigma),
followed by staining with anti-cytochrome c (BD Biosciences)
and/or anti-pPDH S293 (Novus) primary antibodies and Alexa
Fluor 488 and/or 568 secondary antibodies (Invitrogen). For
immunofluorescence, >100 cells from 10 fields per condition
from three independent experiments were blindly scored for high
mitochondrial (colocalizing with cytochrome c) pPDH staining.
Images were acquired using a 403 objective. For flow cytometry,
at least 25,000 counts from three independent experiments were
acquired on a FACSCalibur flow cytometer (BD Biosciences) and
analyzed with FlowJo software (Treestar).

ATP assay

ATP levels were determined using the ATPlite assay (Perkin
Elmer) as previously described (Grassian et al. 2011) and as in the
Supplemental Material.

Cell proliferation assay

To quantify cell proliferation, 25,000 MCF-10A or MCF-10A
ErbB2 cells infected with a control vector or PDK4 overexpres-
sion vector were plated. Two days, 3 d, or 4 d later, cells were
counted using a hemocytometer.

Cell death analysis and cell cycle analysis

Analysis of cell death was performed using Trypan blue exclu-
sion and cell cycle analysis by flow cytometry. Detailed methods
are described in the Supplemental Material.

Oncomine data mining

Normalized PDK4 expression data and P-values were downloaded
from Oncomine (Compendia Bioscience). Citations for individual
studies are included as the Supplemental Material. Heat maps
were generated using Cluster 3.0 and Java TreeView 1.1.1.

Statistics

All results shown as averages are presented as mean 6 SE.
P-values were calculated using a Student’s two-tailed t-test: (*)
P-value between 0.01 and 0.05; (**) P-value between 0.001 and
0.01; (***) P-value <0.001. All errors associated with MFA and
ISA of lipogenesis are 95% confidence intervals determined via
sensitivity analysis.
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