
 
 
Fig. S11. Sensitivity and specificity of Resphera Insight on the HMP reference isolate 
collection. In silico sensitivity and mis-assignment rates of Resphera Insight compared to 
QIIME RDP and QIIME UCLUST for a a collection of representative species from the 
HMP reference genome set (N = 190), b species listed by Human Oral Microbiome 
Database (N = 123), and c species within the genus Bacteroides (N = 17). See Methods 
for validation description.  
	

0% 

10% 

20% 

30% 

40% 

50% 

60% 

70% 

80% 

200 bp 300 bp 400 bp 500 bp 

P
er

ce
nt

ag
e 

of
 s

pe
ci

es
 

0% 

10% 

20% 

30% 

40% 

50% 

60% 

70% 

80% 

200 bp 300 bp 400 bp 500 bp 

P
er

ce
nt

ag
e 

of
 s

pe
ci

es
 

0% 
10% 
20% 
30% 
40% 
50% 
60% 
70% 
80% 
90% 

100% 

200 bp 300 bp 400 bp 500 bp 

A 

B C 

Resphera Insight 

QIIME RDP 

QIIME UCLUST 

Correct species 
classification 

Misclassified at 
species level 


