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Additional File 10: ICG-001 negatively regulates the cholesterol biosynthesis network.
IPA was used to show the relationships between SREBF1 and other genes involved in
cholesterol biosynthesis that are affected by treatment of PANC1 cells with ICG-001 or
C646. The arrows indicate direction interactions between the SREBF1 transcription factor
and the other genes. Each of the indicated genes was down-regulated (indicated by the
green color) by ICG-001 but up-regulated or unaffected by C646 (indicated by the red
color); fold change for each gene is shown in the table.



